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ABSTRACT 

Background
Toll-like receptors (TLRs) are a family of transmembrane 
pattern recognition receptors that are mainly expressed on 
immune cells. Recognition of various exogenous and endog-
enous molecular patterns activates the TLR signalling cas-
cade, which orchestrates an inflammatory immune response. 
Dysfunctional immune responses, including aberrant TLR 
signalling, are increasingly implicated in the associations be-
tween sedentarism, chronic low-grade systemic inflammation 
and various non-communicable diseases. Conversely, exercise 
exerts anti-inflammatory effects, which could be conferred 
through its immunomodulatory properties, potentially affect-
ing TLRs. This study aims to systematically review the effects 
of exercise on human TLR expression.
Method
A systematic literature search of Pubmed, Embase, The Co-
chrane Library and SPORTDiscus for articles addressing the 
impact of exercise (as isolated intervention) on TLRs in hu-
mans was conducted, ending in February 2020.
Results
A total of 66 articles were included. The publications were 
categorised according to exercise modality and duration: 
acute resistance exercise (4 studies), acute aerobic exercise 
(26 studies), resistance training program (9 studies), aerobic 
training program (16 studies), combined (i.e. resistance and 
aerobic) training program (8 studies) and chronic exercise not 
otherwise classifiable (9 studies). Five articles investigated 
more than one of the aforementioned exercise categories. 

Several trends could be discerned with regard to the TLR 
response in the different exercise categories. Acute resistance 
exercise seemed to elicit TLR upregulation, whereas acute aer-
obic exercise had less activating potential with the majority of 
responses being neutral or, especially in healthy participants, 
downregulatory. 

Chronic resistance and combined exercise programs pre-
dominantly resulted in unaltered or decreased TLR levels. 
In the chronic aerobic exercise category, mixed effects were 
observed, but the majority of measurements demonstrated un-
changed TLR expression. 
Conclusion
Currently published research supports an interplay between 
exercise and TLR signalling, which seems to depend on the 
characteristics of the exercise. However, there was large het-
erogeneity in the study designs and methodologies. Therefore, 
additional research is required to further corroborate these 
findings, to define its pathophysiological implications and to 
elucidate the mechanism(s) linking exercise to TLR signalling.
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INTRODUCTION
 
Low-grade chronic inflammation has been implicated in the 
pathogenesis of numerous chronic diseases, including ath-
erosclerosis, heart failure, diabetes mellitus, obstructive pul-
monary diseases, rheumatoid arthritis, dementia and particu-
lar types of cancer.(9, 27, 38, 68, 69, 115) Physical inactivi-
ty seems to contribute significantly to the development of a 
state of systemic inflammation, which has led to the paradigm 
of ‘inflamm-inactivity’.(57) Conversely, physical activity  
(i.e. exercise) elicits anti-inflammatory adaptations, which 
would confer a protective effect against chronic inflamma-
tion-associated diseases.(22, 68, 129, 130) However, the 
mechanisms underlying the anti-inflammatory effects of exer-
cise are not fully understood.(35) It is known that physical ex-
ercise can modulate an array of immunological responses.(9) 
The possibility that exercise mediates these anti-inflammatory 
effects by affecting Toll-like receptor (TLR) signalling has 
gained increasing attention in the last decade.(9) Nevertheless, 
the literature still lacks clarity. 

Toll-like receptors

TLRs are a family of evolutionarily conserved transmembrane gly-
coprotein receptors.(17, 49) To date, 13 members of the TLR fam-
ily have been identified in mice, and 10 (TLR1-10) in humans.(69) 
TLRs are widely distributed and expressed in various cell types and 
tissues, but primarily in/on immune cells.(4, 9, 51, 118, 159, 211) 
They recognise a variety of exogenous and endogenous signals. 
More specifically, TLRs respond to distinct molecular patterns and 
are therefore designated as pattern recognition receptors (PRRs). 
The recognised molecular motifs can be divided into pathogen-as-
sociated molecular patterns (PAMPs) and damage-associated mo-
lecular patterns (DAMPs). PAMPs are invariant molecular struc-
tures shared by a large spectrum of microbial pathogens. As such, 
TLRs play an important role in the defence against Gram-negative 
and Gram-positive bacteria, DNA and RNA viruses, fungi and 
protozoa.(17) DAMPs, on the other hand, are endogenous signals 
released by stressed or injured cells. In physiological conditions, 
DAMPs are hidden from recognition by the host immune system.
(154) The known ligands for each of the TLRs are summarised in 
Supplementary Table 1. 

The conserved nature of the TLRs is related to their central role 
in both innate and adaptive immunity.(43) TLR activation typically 
generates a pro-inflammatory environment, potentially leading to 
the aforementioned disease states.(34, 38, 43, 65, 118, 153) There-
fore, TLRs are a focus of investigation in the associations between 
sedentarism, inflammation and disease.(39) 

 
An overview of the TLR signalling pathways and their differential 
expression in/on monocyte and dendritic cell subtypes can be found 
in the Supplementary Material.

Exercise and Toll-like receptors

It has been hypothesised that exercise exerts its anti-inflammato-
ry effects through modulation of TLR signalling. Several viable 
mechanisms exist to substantiate this proposed relationship. Espe-
cially serum factors whose kinetics are influenced by exercise have 
been put forward as candidates to explain such relationship. These 
include circulatory cytokines, translocated lipopolysaccharide 

(LPS) from the gastrointestinal tract, fatty acids, hormones (gluco-
corticoids, catecholamines, insulin-like growth factor 1 and growth 
hormone) and heat-shock proteins (HSPs).(128) Also DAMPs, 
muscle derived microRNAs (miRNAs) (potentially DAMP-in-
duced), autophagy-related proteins, oxidative stress and acidosis 
have been suggested as mediators.(17, 46, 65, 119, 128, 174, 190) 
A commonly cited mechanism of action is tolerance or cross-tol-
erance by (low-dose) exposure.(94, 141, 153, 174) More recently, 
soluble forms of some TLRs have been identified in various body 
fluids. Consequently, it was suggested that TLR downregulation 
could also be mediated by receptor shedding.(39, 43, 68, 98, 216)

Aims of this systematic review

The concept that exercise modulates TLR signalling has gained at-
tention in the last decade. However, conflicting results have been 
reported, suggesting that the modality and duration of the physical 
stimulus may be a strong determinant of the outcome. Previous re-
views on the relationship between exercise and TLRs were limited 
to patients with the metabolic syndrome(145), not systematic in 
design(39, 68), not focused on TLRs (but on inflammatory mark-
ers in general)(67, 68) or only concentrated on specific TLRs(27). 
The aim of this review was to present a systematic overview of the 
literature on the effect of exercise on TLRs to date. In addition, 
special attention is paid to the impact of the health status and age of 
the subjects, and to concurrent alterations in leukocyte populations, 
which predominantly harbour TLRs. 

METHODS
 
This systematic review was conducted in accordance with the Pre-
ferred Reporting Items for Systematic Reviews and Meta-Analyses 
(PRISMA) statement.(123)

Search strategy and selection criteria

We searched the electronic databases Pubmed, Embase, The 
Cochrane Library and SPORTDiscus for articles addressing the 
impact of exercise on Toll-like receptors. Electronic searches 
were conducted from inception to 21 February 2020. There were 
no restrictions with regard to publication year unless stated oth-
erwise. Pubmed was searched with the following Medical Sub-
ject Heading (MeSH) terms: (“Toll-Like Receptors”[Mesh]) 
AND “Exercise”[Mesh]. In order not to disregard very recent 
articles without MeSH indexation, we also ran a query with 
free-text fields, which was restricted to articles published since 
1 January 2019: (“exercise”[MeSH Terms] OR “exercise”[All 
Fields]) AND (“toll-like receptors”[MeSH Terms] OR (“toll-
like”[All Fields] AND “receptors”[All Fields]) OR “toll-like 
receptors”[All Fields] OR (“toll”[All Fields] AND “like”[All 
Fields] AND “receptor”[All Fields])). For Embase, we used the 
query: (‘exercise’/exp OR exercise) AND (‘toll like receptor’/
exp OR ‘toll like receptor’). The “/exp” indicates that this is an 
“explosion” in Emtree and that related terms are also includ-
ed. SPORTDiscus was consulted with the query: (exercise or 
physical activity) AND toll-like receptors. For The Cochrane 
Library the following keywords were used: exercise in Title 
Abstract Keyword AND toll-like receptor in Title Abstract 
Keyword. In addition, references from previous articles were 
hand-searched. 
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Studies describing the (direct) impact of exercise (without re-
striction on modality, intensity or load) on Toll-like receptors (both 
gene and protein level) in human subjects were eligible for inclu-
sion. There were no predefined criteria with regard to age, sex and 
health status of the study subjects. Both observational and interven-
tional designs were accepted.

Animal studies were excluded. This review was restricted to ar-
ticles written in English or Dutch. Results published in abstract form 
were not included as this prohibits adequate evaluation of study quality 
and bias. Commentaries, letters to the editor, editorials and project pro-
posals were also excluded. Studies containing insufficient information, 
or with no full-text of the manuscript available were to be excluded if 
no response was received after contacting the authors through e-mail.

Study selection and data extraction

The searches were exported to EndNote X9. Duplicates were re-
moved. First, KF assessed titles and abstracts for eligibility. Next, 
two independent researchers (KF and MB) checked the full text of 
the articles that were considered relevant in a first phase against the 
predefined inclusion and exclusion criteria. 

A data extraction spreadsheet was created. KF extracted infor-
mation on study design, study population, exercise characteristics 
(modality, intensity, duration), specimen collection, analytical tech-
nique and outcomes. 

Simultaneously to the data extraction, the study quality and the 
risk of bias were assessed. Disagreements between both research-
ers regarding study inclusion, and any ambiguities regarding data 
extraction, and quality and risk of bias assessment were discussed 
within the wider team (KF, MB, HH and PJG).

RESULTS 

Literature search

Figure 1 summarises the study selection process. The search 
of the 4 electronic databases identified 636 articles with 517 
articles remaining after removal of duplicates. Of these, 184 
articles were excluded after screening of the titles and 107 af-
ter screening of the abstract. The main reason for exclusion 
was the subject matter (i.e. not investigating the impact of ex-
ercise on TLRs), but also articles that combined exercise with 
another intervention (hereby obscuring the exercise impact) 
were removed at this stage. Forty-six articles were excluded 
based on article type (i.e. conference abstract, project protocol 
or proposal, commentary or editorial). Of the 226 retrieved ar-
ticles, 165 were excluded after full text review. Subject matter 
not fitting the scope of this review and combined interventions 
were the main reasons. Eventually, 62 articles were eligible 
for inclusion in this review. Through detailed review of the 
reference lists of the included articles, an additional 4 refer-
ences were found eligible and were included.(35, 108, 112, 
189) For scientific substantiation, an additional 150 trials were 
consulted without complying with the predefined inclusion 
and exclusion criteria.

Characteristics of the included trials

The characteristics of the included trials are presented in Sup-
plementary Tables 2-7. The majority of studies (55%) was 
published in the time period 2015-2020. Sixty-two percent 

of the articles studied healthy subjects 
(we considered overweight and obesity 
to be a pathological state). Regarding 
the exercise modality, 40 (58%) articles 
studied the effects of endurance exer-
cise, 13 (19%) the effect of resistance 
exercise and the remainder (8 studies, 
12%) evaluated combined forms of ex-
ercise. Twelve percent of the exercise 
forms were not classifiable. The major-
ity of trials (55%) evaluated the effects 
of chronic exercise training, 41% fo-
cused on the impact of an acute exer-
cise bout and 5% combined the effects 
of acute and chronic exercise.

Eight trials did not mention the 
sex distribution of the subjects studied.
(54, 115, 119, 126, 150, 154, 155, 180) 
Among the 12 randomised controlled 
trials (RCTs), the main issues regard-
ing bias were lack of blinding of par-
ticipants and study personnel, and lack 
of blinding of outcome assessment.(5, 
40, 51, 52, 94, 119, 124, 142, 154, 155, 
172, 174) Information regarding the 
allocation process was not present in 
83% of the studies.

Figure 1 | Flow diagram of the study selection process.



EIR 27 2021

Exercise and TLRs 87

Impact of exercise on Toll-like receptors

To study the impact of exercise on TLRs, we have categorised 
the exercise protocols according to their modality (resistance 
versus endurance) and duration (acute versus chronic). We ac-
knowledge that the dichotomisation of exercise into resistance 
and endurance effort is very artificial and unphysiological, 
however, the heterogeneity of the study protocols did not al-
low for a valuable alternative.(56) Chronic exercise (exercise 
training) can be defined as a repeated amount of exercise bouts 
during a short or long period of time, while acute exercise can 
be defined as a single bout of exercise.(165) The effects of 
chronic exercise should be evaluated after sufficient exercise 
abstinence to avoid interference from delayed acute effects. 
The findings per exercise category are summarised in Figure 2.

For each exercise category, we first discuss the findings 
in healthy subjects, and subsequently in participants with a 
pathological condition. We conclude each section with data on 
the impact of age and physical activity status.

Acute resistance exercise

Only four studies investigated the effect of a bout of resis-
tance exercise on Toll-like receptors.(51, 52, 58, 116) All were 
performed in apparently healthy subjects. Contrary to the pre-
vious review by Cavalcante et al., we chose to classify the 
staircase running exercise of Millard et al. as an acute aerobic 
stimulus.(27, 121)

In 2003, Flynn et al. subjected elderly resistive-trained 
women to a resistance training program and evaluated the 
response to a subsequent acute bout. No difference in TLR4 
mRNA was noted in response to the exercise bout, although the 
trained group did show lower resting TLR4 mRNA levels com-
pared to a sedentary control group at the end of the program.
(58) One year later, McFarlin et al. compared the response of 
trained and untrained elderly women to a series of upper and 
lower body resistance exercises. The untrained group showed 
higher levels of TLR4 expression on monocytes at baseline, 
but no exercise-induced alterations in TLR4 (both at gene and 
cell surface level) were observed (in contrast to the interpre-
tation of Cavalcante et al. of these study results).(27) Ex vivo 
LPS-stimulation of the blood samples did show increased cy-
tokine production in the post-exercise samples.(116) Fernan-
dez-Gonzalo et al. first studied a group of healthy young and 
moderately active male students. An eccentric exercise bout 
induced increased gene expression and protein levels of TLR4 
in peripheral blood mononuclear cells (PBMCs). Also other 
proteins of the TLR signalling pathway (i.a. myeloid differen-
tiation primary response gene 88 (MyD88), TNFR-associated 
factor (TRAF) 6, extracellular signal-regulated protein kinase 
(ERK) 1/2, TIR-domain-containing adaptor protein-inducing 
interferon-β (TRIF)) and tumor necrosis factor alpha (TNF-α) 
were upregulated. Next, he repeated the exercise bout after 
half of the students had completed a 6-week eccentric training 
program. Remarkably, the trained students showed decreased 
protein levels of TLR4 after the second bout and stable levels 
of pathway proteins and TNF-α, whereas the response of the 
control group was identical to the first bout.(51) They later 
corroborated these findings in female students where TLR4 
protein levels were elevated after the first bout and remained 
stable after the second bout. It is worth mentioning that in both 

studies the TLR4 mRNA remained elevated with a different 
response at protein level as discussed above.(52)

Acute aerobic exercise

Twenty-three articles evaluated the effects of acute aerobic 
exercise. Study subjects varied from young endurance-trained 
athletes and professional soccer players to sedentary and dis-
eased patients.(22, 69) No elderly were included in any of the 
trials. There was large variation between studies in every as-
pect of the aerobic stimulus. The exercise intensity was be-
tween moderate (50% VO2max) and maximal.(12) Exercise 
duration varied from very brief (68.6 seconds) to long-lasting 
(263 minutes).(121, 129) Lastly, environmental conditions 
ranged from cold (1°C) outdoor conditions to an environmen-
tal chamber with room temperature of 37°C and relative hu-
midity of 25%.(2)

One study evaluated TLR expression in (vastus lateralis) 
muscle tissue, the other study groups focused on venous blood 
samples. Monocytes were the most frequently studied cell frac-
tion within the blood samples (8/23). The most commonly used 
analysis methods were PCR-based techniques to evaluate gene 
expression (11/23 studies) and flow cytometry (9/23 studies). 
Western blot was less frequently applied (4/23). Only one study 
simultaneously evaluated the TLR gene and protein level.(129)

In healthy participants, the majority of studies showed 
downregulated (19/45; 42%) or stable (18/45; 40%) levels of 
TLR gene or protein expression, with only a minority record-
ing increased levels (8/45; 18%). Studies that evaluated dif-
ferent TLR family members demonstrated that they can react 
differently to the same exercise stimulus. The predominant re-
sponse(s) of the different TLRs was decrease for TLR1 (2/3), 
TLR2 (5/11), TLR3 (2/2) and TLR7 (2/3), stable levels for 
TLR2 (5/11), TLR4 (9/21), TLR6 (2/2) and TLR9 (2/2), and 
increase for TLR8 (1/1).

Five studies with an initial response of TLR to exercise 
performed a re-evaluation after several hours of recovery and 
all demonstrated normalisation to baseline levels (after 4-48 
hours). Only one subgroup in the study of VanHaitsma et al., 
that was subjected to cycling in a hot environmental cham-
ber, showed persistent decrease in TLR4 expression after 48 
hours.(194) Five studies simultaneously determined the lev-
els of several TLR signalling pathway molecules.(24, 48, 128, 
141) In three of these studies, the response of these molecules 
corresponded to the TLR response. The results of ex vivo 
stimulation assays, although difficult to interpret for reasons 
explained in the discussion section on the methodological ap-
proach, were in agreement with the TLR response in 4 out of 
6 studies. Cytokine levels were assessed in 11 studies, with 
responses matching to TLR changes in 7 studies.

As already discussed in the introduction, we know that 
certain pathological conditions are associated with an in-
flammatory state. This inflammatory milieu at baseline could 
affect the TLR response to exercise. In addition to healthy 
participants, seven studies also included one or more patient 
groups. The majority of observations showed unchanged TLR 
levels (14/25; 56%), followed by decreased (7/25; 28%) and 
increased (4/25; 16%) levels. In one of the two studies that 
simultaneously assessed the response of the TLR signalling 
pathway molecules, the response could be considered con-
gruent to the TLR response.(12, 141) Durrer et al. performed  
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Figure 2 | Impact of exercise on individual TLR receptors according to exercise category.

A) Acute exercise bout.

B) Exercise training program.

The X-axis denotes exercise modality, first author and corresponding reference. Studies examining the impact of acute aerobic exercise were 

ranked according to duration of the exercise bout from left (short duration) to right (long duration). Responses have been categorised as in-

creased (red colour; dashed outline), stable (grey colour; solid outline) or decreased (green colour; speckled outline). If both gene and protein 

level were available, only protein expression was considered. In healthy participants, the circles corresponding to the TLR responses are placed 

on a white background. In subjects with disease, the circles are superimposed on a striped background. E1, only first exercise bout was taken 

into account. Mo, only monocytes were considered. CD14, response of total CD14+ cells. BP, biphasic response with increase more pronounced 

than decrease.

The X-axis denotes exercise modality, first author and corresponding reference. Responses have been categorised as increased (red colour; 

dashed outline), stable (grey colour; solid outline) or decreased (green colour; speckled outline). If both gene and protein level were available, only 

protein expression was considered. In healthy participants, the circles corresponding to the TLR responses are placed on a white background. 

In subjects with disease, the circles are superimposed on a striped background. Mo, only monocytes were considered: CD14+ monocytes (153) 

or non-classical monocytes (10, 11). A, ambiguous response, interpreted as increase. 



EIR 27 2021

Exercise and TLRs 89

ex vivo stimulation of blood cultures of type 2 diabetes patients 
and noticed lower TNF-α production after exercise, which is 
in line with findings regarding TLR expression.(43) Cytokine 
levels were evaluated in 10 studies, and in 5 of them the re-
sponse was in agreement with the TLR response.

When directly comparing healthy controls and patient 
groups, 4 out of 6 studies showed identical TLR responses 
to exercise. In the two studies that showed differences, there 
were also differences between the different patient groups. 
One of these studies reported increased TLR expression after 
exercise in healthy controls, unchanged TLR levels in chronic 
fatigue syndrome (CFS) patients and decreased levels in mul-
tiple sclerosis (MS) patients.(201) Perandini et al. compared 
gene expression in response to exercise of patients with active 
or inactive systemic lupus erythematosus (SLE) and healthy 
controls, and although innate and adaptive immunity was 
downregulated in all groups, differences in the kinetics of the 
expression changes of the different TLRs were noticed.(141) 

Also age and baseline physical activity status could in-
fluence the TLR response to exercise. All of the upregulatory 
responses occurred in young and physically active individuals, 
although overall, far more stable or downregulatory respons-
es were recorded in these subjects. Only two studies included 
subjects of middle age, and no elderly were studied in any of 
the trials. Capó et al. found similar results in young and ‘se-
nior’ athletes.(24) Bergman et al. and Nickel et al. compared 
sedentary subjects to athletes and non-elite to elite athletes 
respectively, and no differences in TLR response to exercise 
were observed.(12, 129) In the trial of Bergman et al., the pre-
defined intensity level was expressed as a percentage of the 
VO2max and thus corrected for the aerobic capacity of the par-
ticipants. 

Two studies were not considered in the aforementioned 
evaluation due to their particular design. Sureda et al. recruit-
ed professional divers to perform an immersion to a depth of 
50 metres. Stable expression of TLR2 and increased expres-
sion of TLR4 and NF-κB were reported, but possible effects 
of hyperoxia and hyperbaria must be taken into account.(181) 
Fuller et al. subjected the participants to an acute cycling bout, 
but blood sampling was only performed 16-18 hours later (to 
assess the impact of a high fat meal). They demonstrated stable 
levels after 16-18 and 20-22 hours, which could correspond to 
the recovery of TLR within hours after exercise as mentioned 
above.(62)

Resistance exercise program

Nine studies assessed the impact of a resistance exercise pro-
gram. The status of the patient groups varied from healthy to 
sedentary, obese, frail or even diseased (e.g. auto-immune in-
flammatory myopathy or recovering from a hip fracture). The 
majority of patients were elderly, with only 2 groups being 
middle-aged. The duration of the programs ranged from 4 to 
26 weeks, all with 2-3 sessions per week. Seven out of nine 
programs consisted of upper and lower body exercises. The 
training intensity is difficult to estimate given the differences 
in number of sets and repetitions.

The tissues subjected to analysis included whole venous 
blood, serum, peripheral blood cells, PBMC, lymphocytes, 
vastus lateralis muscle and subcutaneous adipose tissue. The 
analytical techniques were mainly gene expression based 

(6/9). In the different studies together, only three receptors 
(TLR2, TLR4 and TLR8) were evaluated.

Three trials recruited healthy participants to assess the 
impact of their training program. In total, 4 responses were 
recorded, of which 3 showed decreased and 1 unchanged TLR 
levels. Rodriguez-Miguelez et al. looked into molecules in-
volved in the TLR signalling pathway, and similar to the TLR 
response, downregulation was observed.(154) No ex vivo 
stimulation assays were performed. In all three studies, cyto-
kine assays of peripheral blood were in agreement with the 
TLR response. 

Six studies (solely) focused on patients with various pa-
thologies. Of the 7 TLR responses recorded, 5 were stable 
and 2 downregulated. Four studies simultaneously determined 
TLR pathway molecule levels, and these were in accordance 
with the TLR response in 3 of them.(34, 40, 118, 126) Two 
studies performed ex vivo stimulation assays and in both the 
results were in accordance with the TLR response.(112, 142) 
Five studies determined cytokine levels, and these were in 
agreement with the TLR response in two studies.(34, 40, 118, 
126, 142)

Insufficient information is available to make any state-
ments regarding the impact of the patient characteristics. The 
exercise programs were limited to middle-aged or elderly sub-
jects with little physical activity (although five trials did not 
provide exact information on the baseline physical activity 
status). As obesity is associated with a state of meta-inflamma-
tion, one would expect these patients to have additional ‘room 
for improvement’ with regard to TLR lowering. Remarkably, 
the trials that studied overweight/obese subjects all reported 
absence of TLR alterations.(40, 112, 142)

In addition to the effects of the resistance exercise pro-
gram itself, such program can also modulate the effects exert-
ed by acute exercise bouts. As previously mentioned, Fernan-
dez-Gonzalo and colleagues demonstrated that an eccentric 
exercise program attenuated the TLR-mediated pro-inflamma-
tory response after a bout of eccentric exercise.(51, 52)

Aerobic exercise program

Sixteen studies were included to evaluate the effect of chronic 
aerobic exercise on TLRs. The study population varied from 
young sports professionals to sedentary, obese elderly and 
patients with chronic diseases (myositis, rheumatoid arthri-
tis). The exercise program duration ranged from very brief (2 
weeks) to long-lasting (26 weeks). Session load was situated 
between 2 sessions per week and daily. Again, exercise inten-
sity is difficult to quantify, especially given the fact that most 
programs gradually increased the intensity throughout their 
program.

Most studies focused on PBMCs or blood monocytes. 
Three studies examined vastus lateralis muscle tissue. The use 
of flow cytometry, Western blot and gene-based techniques 
were equally distributed. Only TLR2, TLR4 and TLR7 were 
examined. 

In healthy participants, the majority of assessments in 
10 studies found no impact of exercise training on TLR ex-
pression (10/15; 67%). Four of the evaluations (4/15; 27%) 
showed TLR upregulation, and in one occasion (1/15; 7%), the 
TLR level was decreased. Pathway molecules were assessed in 
4 studies, with accordance with the TLR response in 3 of them. 
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Sloan et al. evaluated inducible cytokine production in whole 
blood and found no effect of exercise training, corresponding 
to the observed TLR response.(172) Regarding ex vivo assays, 
Bartlett et al. reported increased monocytic phagocytosis and 
oxidative burst compared to pre-exercise, while stable TLR2 
levels and reduced TLR4 levels were reported.(10) Of the 4 
trials that investigated cytokine responses, 3 showed analo-
gous responses to TLR. 

In nine studies, one or more patient groups were included. 
Ten of the 17 responses recorded (10/17; 59%) showed un-
changed TLR levels. TLR expression was increased in 5 of 
the 17 assessments (5/17; 29%) and decreased in two assess-
ments (2/17; 12%). Pathway molecules showed concordance 
to the TLR response in 2 out of the 3 studies that performed 
the assessment.(40, 130, 150) Robinson et al. assessed induc-
ible cytokine production in whole blood cultures, and found 
no effect of exercise training, corresponding to the observed 
TLR response.(153) On the contrary, Bartlett et al. reported 
increased ex vivo monocyte phagocytosis with stable levels 
of TLR2 and TLR4 expression on classical and non-classical 
monocytes.(11) Regarding the cytokine response, accordance 
to the TLR response was described in 4 out of 5 studies.(11, 
40, 53, 130, 153)

No distinguishable patterns were found regarding the in-
fluence of age and health status on the TLR response. Three 
studies compared lean and obese subjects with a comparable 
physical activity status and reported similar responses to an 
aerobic exercise program.(130, 131, 150) Only three studies 
included non-sedentary subjects and no study included both 
sedentary and non-sedentary groups. Nickel et al. compared 
non-elite and elite athletes and no significant group differences 
were reported.(130) 

Combined exercise program

Eight studies were considered eligible for the evaluation of 
combined exercise programs. All of the subjects were phys-
ically inactive. Some of the participants suffered from obe-
sity or type 2 diabetes mellitus and one group was diagnosed 
with inflammatory myopathies. Patient age varied from col-
lege-aged to elderly. The shortest program spanned only two 
weeks, the longest 26 weeks. In the program of 2 weeks, 5 
sessions per week were planned, the other programs scheduled 
2-3 sessions per week. All of the programs combined aerobic 
and resistance exercises within the same session, although this 
was not clearly mentioned in one of the research articles. Three 
research groups studied the effects on vastus lateralis muscle 
tissue, the other groups analysed PBMCs or blood monocytes. 
Three of the 8 studies used flow cytometry, the other studies 
used gene expression analysis. One study performed mRNA 
and protein analysis simultaneously.(108) Only TLR2, TLR4 
and TR7 were evaluated.

Only three studies investigated the effects of a combined 
exercise program in healthy subjects. The TLR levels were un-
changed in three out of four assessments (TLR2 1/1 and TLR4 
2/3), and one time decreased (TLR4 1/3). The result of the ex 
vivo stimulation assay matched the observed TLR alterations 
in 1 of the 2 studies performing this analysis.(180, 187) No 
TLR pathway molecules or cytokine values were assessed. 

Five studies were conducted in participants with disease. 
Three downregulatory TLR responses (TLR4 3/3), one stable 

(TLR2 1/1) and one upregulatory (TLR7 1/1) response were 
reported. Pathway member alterations were concordant with 
TLR responses in 2 out of 3 studies (one with downregulatory 
and one with unaltered responses).(40, 108, 174) No ex vivo 
stimulation assays were performed. With regard to cytokine 
determination, the response was in accordance with the TLR 
response in two of the four trials determining the cytokine lev-
els.(40, 94, 108, 124)

As mentioned above, all of the subjects were physically 
inactive. Therefore, it is unclear if baseline physical activity 
status influences the TLR response to a combined exercise pro-
gram. Only two studies included subjects of young age. One 
study performed the comparison with an elderly group and an 
identical TLR response was reported.(180) No direct compari-
sons between healthy and diseased patients were made. 

Interestingly, Colleluori et al. compared the effects of an 
aerobic, resistance and combined training program in obese 
and frail older adults (together with weight management). 
There was no difference in vastus lateralis nuclear factor kappa 
B (NF-κB), TNF-α or interleukin (IL) 6 expression compared 
to baseline in any of the groups, but TLR2 was significantly 
upregulated in the aerobic group only, albeit to a minimal de-
gree (1.25-fold).(40)

Chronic exercise program – not otherwise classifiable

Lundeland et al. and Shimizu et al. organised training camps 
(a 7-day ranger training course and a 6-day kendo camp re-
spectively) for the (trained) participants with repeated blood 
sampling. In the trial by Lundeland et al., no significant 
changes in flow cytometric TLR4 expression were recorded. 
Ex vivo stimulation assay, however, did show increased cy-
tokine production at day 3, followed by normalisation at day 
5.(110) Shimizu et al. reported higher counts of TLR4-positive 
monocytes after 3 days, which persisted 7 days after ending of 
the camp.(167)

Rodriguez-Miguelez et al. assessed the impact of a whole 
body vibration program in seniors and demonstrated decreased 
protein levels of TLR2 and TLR4 in PBMC, together with low-
ered levels of signalling pathway molecules (MyD88, TRIF, 
p65) and concordant cytokine alterations (lowered TNF-α and 
raised IL-10).(155) 

McFarlin et al. observed lower TLR4 expression in young 
and elderly subjects with an active lifestyle in comparison to 
their inactive counterparts, but no impact of age was recorded.
(115) In a different trial, the same group compared baseline 
TLR4 expression in trained and untrained elderly women (be-
fore subjecting them to an exercise bout), and reported lower 
TLR4 expression in the trained group.(116) In a similar fash-
ion, Flynn et al. subjected resistive-trained elderly women to 
a resistance training program, and used sedentary women who 
continued their normal activities as comparison. Lower TLR4 
expression was reported in the trained group, although it is 
unclear which proportion can be attributed to the program and 
which to the preceding active lifestyle.(58) However, contrary 
results have been published. Timmerman et al. found that 
self-reported physical activity was not significantly correlated 
with muscle TLR4 protein level.(186) Also Ferrer et al. used 
questionnaires to assess physical activity and demonstrated 
higher TLR2 and comparable TLR4 levels in the most active 
elderly compared to the most sedentary, albeit with lower 
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plasma IL-6 and higher IL-10 gene expression.(62) The latter 
observations match those of Zheng et al. who compared physi-
cally active and sedentary students and reported higher mRNA 
levels of TLR2, TLR7 and MyD88 in the exercise group. 
TLR4 expression did not differ between both groups.(212)

DISCUSSION 

General conclusion regarding the impact of exercise on TLR

Based on the aforementioned findings, a number of proposi-
tions can be made. Firstly, resistance exercise bouts seem to 
have an activating effect on TLR signalling in healthy individ-
uals. This is in line with expectations as resistance exercise is 
classically considered a trigger of a robust inflammatory re-
sponse, both local and systemic.(51) Repeated eccentric con-
tractions cause damage to muscle and connective tissue with 
leakage of intracellular proteins. The exercise-induced muscle 
damage not only causes the typical delayed onset muscle sore-
ness, but also underlies the ensuing hypertrophic response.(3) 
The two studies that did not demonstrate alterations in TLRs 
in response to acute resistance exercise were conducted in el-
derly women, which makes it tempting to refer to age-related 
blunting of the immune system. This contrasts with the review 
of Cavalcante et al., who concluded that acute resistance ex-
ercise generally provokes a decrease in TLR expression.(27)

Secondly, an aerobic exercise bout seems to have less acti-
vating potential with regard to the TLR-system. In non-healthy 
subjects, generally unchanged TLR levels were observed. In 
healthy participants, also downregulatory responses, with even 
reduction of pathway molecules and cytokine end products, 
were reported in a significant number of articles. However, es-
pecially after intense bouts of longer duration, also upregula-
tory responses were recorded. These findings are in agreement 
with a recent systematic review on exercise and inflammation 
(without looking into the role of TLRs), which concluded that 
intensity and duration determine the magnitude of the inflam-
matory response that ensues a bout of exercise. Varying de-
grees of tissue damage could be a plausible explanation for the 
impact of these exercise characteristics. However, the same 
systematic review reported that the increase in inflammatory 
markers was not accompanied by a parallel increase in creatine 
kinase (CK) activity, which is considered a marker of muscle 
damage.(28) 

Lastly, it seems that chronic exercise programs involving 
resistance training predominantly result in unaltered or de-
creased expression levels of TLRs and associated pathways 
and cytokines. In aerobic training programs, relatively more 
increased expression levels were recorded, although the ma-
jority of assessments still showed stable levels. 

Cross-sectional analyses produced more ambiguous data 
regarding the effects of chronic physical activity. However, in-
herent to the trial design, these studies face difficulties with reli-
able quantification of physical activity and are highly suscepti-
ble to confounding factors in relation to an active lifestyle.(209)

Factors such as population studied (including baseline 
training status), exercise characteristics, the heterogeneous na-
ture of exercise itself, environmental conditions (which could 
be related to induction of HSP synthesis), time of measure-
ment and analytical method are likely responsible for the dis-

parities in the reported results.(51, 67)
Animal studies may provide additional insight. In the 

systematic review of Rada et al., it was reported that exercise 
training globally resulted in TLR downregulation, whereas 
acute interventions tended not to affect TLR expression.(145) 
In the present literature study, we observed equivocal respons-
es following aerobic exercise training, with no predominant 
downregulatory trend present. The response after an acute ex-
ercise bout was more in line with the previously mentioned 
systematic review, as mainly unaltered and downregulatory 
responses were recorded.

Are alterations in TLR expression a bystander phenome-
non of cell shifts?

Most investigators have focused on TLR expression on circulat-
ing leukocytes, and more specifically on monocytes. However, 
it seems often forgotten that exercise has a profound impact on 
the composition of the monocyte subsets present in the periph-
eral blood. Booth et al. already criticised the fact that the ma-
jority of studies do not take the altered monocyte composition 
into account when reporting on TLR expression.(17) Of note, 
the blind-sided focus on CD14-expressing cells does neglect the 
fact that TLRs are also expressed on other cells, for instance 
neutrophils, circulating progenitor cells, B-, T-, natural killer 
and dendritic cells.(130) These cell populations are also subject 
to exercise-induced cell shifts.(121) The relative importance of 
differences in TLR expression across different immune cells is 
currently not known.(153) However, it is certain that TLRs also 
fulfil important functions in these cell types, for instance in neu-
trophils were TLRs are implicated in cytokine production and 
cell survival.(43, 153) In the following paragraphs, we discuss 
the exercise-mediated alterations in leukocyte populations in the 
studies considered in this review. 

Acute exercise

It is well known that acute exercise induces leukocytosis.(43) 
Factors as blood shear forces, body temperature, catechol-
amines, corticosteroids and cytokines are held responsible for 
the recruitment of cells into the blood stream.(23, 43, 48) This 
is considered an evolutionary conserved response to physical 
stress, preparing the body for potential injury or infection.
(128) Typically, ‘recovery’ to the baseline leukocyte counts is 
observed within 24 hours.(117) Although the leukocyte shifts 
strongly varied between studies, a general trend of increased 
counts with normalisation within 24 hours could be discerned. 

Figure 3 summarises the results of the 4 studies that evalu-
ated shifts in monocyte subsets in response to an acute exercise 
bout. Exercise seems to increase the proportion of CD14++/
CD16+, and especially CD14+/CD16++ cells. However, already 
after 1 hour of recovery, a reverse shift occurs. A fifth study 
showed similar results, but exact values were not available for 
inclusion.(146) The preferential mobilisation of pro-inflamma-
tory monocytes to the circulation complicates the evaluation of 
exercise-induced alterations in TLR expression. However, this 
also means that reports on stable or lowered TLR levels are not 
merely the result of shifts in subpopulations, and this actually 
strengthens the relevance of these findings. In addition, some 
of the expression changes clearly exceed the magnitude of the 
parallel shifts in cell composition.(2)
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Four groups evaluated the effects of exercise on TLR2 and 
TLR4 expression on individual monocyte subsets. The results 
are summarised in Figure 4. The majority of studies showed no 
changes of expression per subset.(17, 43, 170, 173) However, 
the few TLR expression changes that did occur, strengthen the 
assumption that there are more profound effects of exercise on 
TLR than just cell shifts.(2) 
Two studies looked into dendritic cell shifts after exercise 
bouts (in both cases a marathon run). Running times were 
comparable and both studies expressed dendritic cells as a pro-
portion of the total leukocyte count. The results were similar 
with conventional dendritic cell (cDC) proportion increasing 
and plasmacytoid dendritic cell (pDC) proportion decreasing 
immediately after the run. Re-measurement after 24 hours 
showed a tendency towards normalisation.(92, 129)

Chronic exercise

With regard to studies that investigated the effects of chronic 
exercise programs, generally no differences in total leukocyte 
count or leukocyte subpopulations (granulocytes, lymphocytes 
and monocytes) were described.(10, 11, 35, 41, 52, 58, 115, 
128, 130, 142, 153, 167, 180) Only three studies reported (rel-
atively minor) alterations for which we refer to Supplementary 
Tables 5-7.(22, 54, 168)

Five studies looked into the impact of chronic exercise on 
the distribution of monocyte subsets. Bartlett et al. performed 
two endurance regimen studies with assessment of monocyte 
distribution. In both cases, no alterations in total monocyte 
counts were observed. However, endurance exercise training 
increased the proportion of CD14+/CD16- monocytes and re-
duced CD14++/CD16+ and CD14+/CD16++ cells.(10, 11) Sim-
ilarly, Markofski et al. and Timmerman et al. reported reduc-
tion of the proportion of CD14+/CD16+ cells after a resistance 
training program and combined training program, respective-
ly.(112, 187) On the contrary, Child et al. failed to find differ-
ences in monocyte subpopulations after their 2-week high-in-
tensity training program.(35) 

One study assessed TLR expression on monocyte sub-
sets and reported no change of TLR2 or TLR4 expression on 
CD14+/CD16- monocytes, but decreased TLR2 expression on 
CD14++/CD16+ and (limited) decrease in TLR4 expression 
on CD14+/CD16++ monocytes after the training program.(10) 
Only one group studied the impact of a resistance training 
program and demonstrated that the increased baseline propor-
tion of CD14+/CD16+ monocytes in physically inactive, over-
weight individuals were reduced (to levels observed in active 
individuals) after the program.(112)

Regarding combined regimens, also Timmerman et al. re-
ported higher baseline CD14+/CD16+ counts and proportions 
among physically inactive subjects, with normalisation after 
completion of their program.(187)

Reductions of inflammatory monocytes are most likely 
not indicative of increased infiltration into the tissues or migra-
tion towards lymphoid organs as murine studies have reported 
reduced leukocyte infiltration after exercise training.(87, 90, 
174)

The impact of chronic exercise on DC subsets was eval-
uated by Lackermair et al. who noted stable cDC counts but 
lower pDC counts after 4-week preparation on a marathon run.
(92) Nickel et al. saw similar trends in their obese subgroup, 

with higher baseline pDCs and lower cDCs compared to the 
lean groups and increase in cDC and decrease in pDC after the 
endurance exercise program.(130)

Mechanistic insights into the modulating effects of exercise 
on TLRs from the included human studies

As mentioned in the introduction, numerous factors have been 
proposed to explain the relationship between exercise and 
TLRs. Nevertheless, sound evidence pro or contra is lacking 
for the majority of factors. In the next paragraphs, we sum-
marise current hypotheses linking exercise and TLR signalling. 
For each hypothesis, the most important findings of the articles 
included in this review are discussed. As this concerns several 
of the hypotheses, we would like to mention that Booth et al. 
provided evidence against an important role for serum soluble 
factors in general. They reported increased TLR2 and TLR4 
expression on monocytes after exercise, but incubation of rest-
ing monocytes with post-exercise serum did not affect TLR 
expression.(17) However, a trend for elevated TLR4 was ob-
served and the serum kinetics of soluble factors are not always 
accurately reflected when samples are taken at predefined time 
points.(110)

Myokines: it is well established that skeletal muscle acts as an 
endocrine organ with secretion of cytokines and small mus-
cle-derived proteins, collectively termed ‘myokines’.(2, 22, 27) 
In fact, cytokines released in the context of exercise are mainly 
produced and secreted by skeletal muscle. In contrast, cyto-
kines released during chronic inflammatory diseases are sup-
posed to originate from activated immune cells.(22) Accord-
ing to a recently introduced concept, skeletal muscle-induced 
anti-inflammatory myokines could even alter the inflammatory 
status of circulating immune cells.(174) It was suggested that 
cytokines released into the circulation are capable of exerting 
feedback on the TLR pathway.(96, 129) As such, a regulatory 
loop between TLRs and cytokines would exist.(154) For ex-
ample, in vitro work has shown that IL-4 can downregulate 
monocyte TLR2 and TLR4 expression and that interferons can 
upregulate several TLR genes.(69, 120, 156, 176) Also IL-6 
(which is typically elevated after exercise) and IL-1 (as the IL-1 
receptor and Toll-like receptors share a similar cytoplasmic sig-
nalling domain) have been mentioned as candidates to explain 
the exercise-TLR interaction.(58, 136) None of the included 
articles could provide further information on the role of myok-
ines in the relationship between exercise and TLRs.

Obesity and hyperglycaemia: obesity and type 2 diabetes mel-
litus are associated with a pro-inflammatory status, both at cel-
lular, TLR (including signalling pathway) and cytokine level.
(10, 12, 38, 43, 108, 112, 115, 116, 129, 130, 142, 150, 174, 
175, 187) A central role for adipose tissue has been proposed, 
related to the secretion of a variety of cytokines (‘adipokines’). 
Increased levels of inflammatory adipokines, and reduced se-
cretion of anti-inflammatory adipokines (e.g. adiponectin) 
would contribute to the observed systemic inflammation.(68, 
103, 142) In addition, hyperglycaemia and fatty acids have 
been linked to TLR activation and increased TLR surface ex-
pression.(25, 43, 153, 174, 182) It has been argued that the an-
ti-inflammatory effects of exercise are mediated by a change in 
body composition.(43, 112) However, numerous studies have 
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Figure 4 | Impact of acute aerobic exercise on TLR expression on individual monocyte subsets.

The X-axis denotes the monocyte subpopulation and time after exercise, with post-exercise (PE) signifying immediately after exercise. The Y-axis 

indicates the change over time: increase (arrow up, red zone), stable levels (centre, white zone) or decrease (arrow down, green zone). Note that 

the CD14+/CD16+ category comprises both CD14++/CD16+ and CD14+/CD16++ cells. Each circle represents one study. The numbers in each circle 

are the corresponding reference. 

Figure 3 | Acute exercise-induced shifts in monocyte subsets.

The X-axis denotes time post exercise, with “post-ex” signifying immediately after (aerobic) exercise. The Y-axis represents the total monocyte 

proportion expressed as percentage. Deviations from 100 % are due to mathematical rounding. A) Simpson et al. 2009 (170); B) Booth et al. 
2010 (17); C) Durrer et al. 2017.(43) The distinction between CD14++/CD16+ (intermediate) and CD14+/CD16++ (non-classical) monocytes was not 

made. Only the data of the healthy controls were considered; D) Slusher et al. 2018.(173)
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demonstrated that the salutary actions of exercise are not (or 
at least not entirely) dependent on its effect on adipose tissue.
(95, 174) Stewart et al. and Timmerman et al. have demon-
strated that their combined training programs did not affect 
body fat percentage, but did significantly reduce the number 
of inflammatory monocytes.(180, 187) Child et al. reported 
that 2 weeks of high-intensity interval training (HIIT) did not 
change BMI or waist-to-hip ratio, but monocyte TLR4 expres-
sion was increased.(35) Markofski et al. subjected physically 
inactive adults to a resistance exercise program with one of the 
groups also receiving an energy restriction diet. The BMI and 
body fat percentage did not change in the resistance training 
only group, in contrast to the group that also received the diet 
intervention. Remarkably, only the group without diet inter-
vention demonstrated decreased pro-inflammatory monocytes 
and LPS-stimulated TNF-α and IL-6 production.(112) Lam-
bert and colleagues reported similar findings. In their study, 
muscle tissue TLR4 expression was reduced in the group that 
underwent a combined training program, but not in the group 
that received an energy-deficit diet (although both groups had 
reduction of the fat mass).(94)

The study of Robinson et al. provided information on 
the role of hyperglycaemia in the exercise-TLR interaction. 
Obese, sedentary prediabetic patients were subjected to short-
term training, aimed to minimise alterations in body compo-
sition. Their moderate-intensity continuous training (MICT) 
protocol significantly reduced fasting plasma glucose, whereas 
the high-intensity training protocol failed to do so. The fact 
that they found reduced TLR4 expression on monocytes and 
lymphocytes after both training protocols, argues against plas-
ma glucose as important mediator.(153)

Endotoxemia: obesity, type 2 diabetes mellitus and high-fat feed-
ing are associated with increased circulating endotoxin levels, 
which is referred to as ‘metabolic endotoxemia’.(18, 61) Also 
strenuous exercise can increase translocation of LPS from gut 
bacteria into the circulation.(17) It was demonstrated that even 
low-dose circulatory LPS can trigger TLR pathways.(208) On 
the contrary, it seems that chronic exercise decreases the gut 
permeability, hereby reducing TLR signalling activation.(39)  
At present, insufficient data is available to evaluate the signif-
icance of endotoxemia in the proposed relationship between 
exercise and TLRs. Jin et al. studied 20 obese middle-aged 
women and concluded that their combined training program 
suppressed the peak postprandial endotoxemia, but TLRs were 
not evaluated.(82)

Fatty acid (FA) composition: another mechanism relates to the 
effect of exercise on fatty acid composition of blood and tis-
sue lipids. In their extensive review, Nikolaidis and Mougios 
concluded that exercise leads to an acute increase in unsatu-
rated (especially monounsaturated), non-esterified fatty acids 
(NEFAs) in the plasma.(132) This is not surprising as NEFAs 
are an important metabolic fuel. Noteworthy, NEFAs are able 
to activate TLR2 and TLR4, although direct binding remains 
uncertain.(198, 211) Zhou et al. reported that in vitro free fatty 
acid treatment of bone marrow-derived macrophages of di-
et-induced obese (DIO) mice downregulated TLR2 expression, 
which could fit the proposed mechanism of downregulation by 
exposure.(214) Chronic exercise seems to increase the propor-
tion of polyunsaturated FA (PUFA) and omega-6 FA and de-

crease the relative amount of monounsaturated FA in adipose 
tissue.(132) PUFAs can inhibit agonist-induced TLR4 activa-
tion.(110) Of the included trials, only four determined plasma 
NEFA level.(11, 12, 24, 65) In none of the studies, significant 
differences in baseline or post-exercise values between young 
and old or between obese, diabetic or athlete participants were 
recorded. Two trials evaluated the response to acute exercise, 
both of which observed higher levels in conjunction with an 
aerobic bout, as would be expected.(12, 24) One of the afore-
mentioned trials also determined NEFA level during recovery 
(2 hour post-exercise), and recorded even higher values. In 
contrast, muscle TLR4 protein (and other molecules involved 
in TLR signalling) levels remained unaltered during and after 
the exercise bout.(12) Two groups that evaluated the effects 
of an endurance exercise program did not detect significant 
changes in NEFA level after completion.(11, 65) Currently, 
there is no evidence to support the hypothesis that exercise 
causes cascade activation of TLRs through increased levels of 
NEFAs.(95, 198) Moreover, it was very recently demonstrat-
ed that long-chain saturated fatty acids are not TLR4 agonists 
after all.(97)

Corticosteroids: physical activity elicits endocrine responses, 
including elevated levels of corticosteroids (gluco- and min-
eralocorticoids).(31, 109) It was shown that this upregulation 
involves IL-6 mediated stimulation of the adrenal glands.(27) 
Corticosteroids have far-reaching effects on the immune sys-
tem, including selective depletion of inflammatory monocytes 
and modulation of NF-κB transcriptional activity.(96, 187) In 
human corneal fibroblasts, hydrocortisone-mediated reduction 
of mRNA and protein expression of TLR2 and TLR4 has been 
demonstrated.(83) As such, they have been considered as can-
didates to explain the effects of exercise on the TLR system.
(96) However, there are several arguments that argue against 
an important role for glucocorticoids in the regulation of TLR 
expression in vivo. Lancaster et al. could not demonstrate cir-
cadian rhythmicity in TLR1, 2, 4 or 9 expression on CD14+ 
monocytes, despite plasma cortisol concentration being more 
than two times higher in the morning compared to the evening. 
In addition, the plasma cortisol concentration immediately 
after exercise was not different from the pre-exercise value, 
which contrasts with already significant alterations in TLR 
expression immediately after exercise. In the same study, it 
was also demonstrated that LPS and zymosan stimulation dif-
ferentially affected intracellular IL-6 expression in monocytes 
taken from post-exercise blood samples. This finding contrasts 
with the suppressive effect of dexamethasone in physiological 
concentrations on LPS- and zymosan-stimulated intracellular 
monocyte IL-6 production.(96) Ex vivo research from other in-
vestigators using dexamethasone incubation produced incon-
sistent results regarding TLR expression, with differences be-
tween receptors and within a single receptor.(69) The training 
program of Bartlett et al. reduced the expression of TLR2 and 
TLR4 on monocytes, but plasma cortisol was unchanged.(10) 
These arguments of course do not exclude the possibility that 
corticosteroids exert their effects indirectly, e.g. via cytokines 
or alterations in leukocyte subpopulations.(69)

Heat shock proteins: HSPs are a family of intracellular pro-
teins that function as molecular chaperones by supporting the 
folding, unfolding and transport of other proteins.(58, 66, 180) 
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They are upregulated in stress conditions to protect the cell.
(58) However, HSPs can also act as cytokines (‘chaperokines’) 
when released from damaged tissue, e.g. by activating TLR2 
and TLR4.(58, 66, 180) HSP60 and HSP70, two highly con-
served and expressed members, are among the many DAMPs 
recognised by TLR2 and TLR4.(76, 154) Nevertheless, in-
creased HSP levels might actually be beneficial. Repeated ex-
posure to HSP60 induces a tolerance to HSP and cross-toler-
ance to LPS stimulation, presumably through downregulation 
of TLR4.(76, 94, 136, 180) In addition, HSP70 seems to block 
NF-κB activation at different levels.(76, 136) So perhaps HSP 
shouldn’t be considered as DAMPS, but rather as DAMPERs. 
It remains to be investigated whether HSPs can also transmit 
anti-inflammatory signals through (instead of by blocking) the 
TLR signalling cascade.(193) Exercise transiently increases 
HSPs in an intensity- and frequency dependent manner.(124, 
128, 141, 154, 156) Both glucocorticoids and catecholamines 
could be involved in this HSP response.(139) The available 
evidence suggests that HSPs are potential candidates to ex-
plain the effects of exercise on TLRs, but further research 
is warranted.(180) In the study of Falgiano et al. TLR4 and 
HSP70 expression showed similar kinetics, with both protein 
levels being downregulated one hour after exercise compared 
to 4 hours after.(48) Also chronic exercise can modulate HSP 
levels. An 8-week training program in healthy seniors led to 
increased protein levels of HSP70 and decreased levels of 
HSP60. TLR2 and TLR4 protein content was decreased after 
the end of the program.(154) Young female handball players 
showed no increase in extracellular HSP70 throughout their 
training season, but the lymphocyte HSP70 content was high-
er at the middle and end of the season compared to the be-
ginning.(199) There are, however, also (low-intensity) train-
ing programs that failed to see changes in HSP expression.
(169) Exertional heat stress is thought to have a direct effect 
on TLRs, independent from HSPs.(194) However, Gleeson et 
al. observed surface downregulation of TLR1-TLR4 after a 
cycling bout without alterations in body core temperature.(69) 
The same group also incubated CD14+ monocytes at different 
temperatures (22°C, 37°C and 40°C) and found no effect on 
CD14, TLR1, TLR2 or TLR4 expression.(69) This is in line 
with the results of Zhou et al. who demonstrated that prolonged 
incubation at 42°C did not change cell surface expression of 
CD14, TLR2 or TLR4 on human monocytes (despite upreg-
ulation of TLR2 and TLR4 mRNA and cytoplasmic HSP70 
content).(213) Capó et al. reported that their maximal exercise 
test increased core (up to 39°C) and skin (up to 34.8°C) tem-
perature in young and old athletes, but no differences in TLR 
gene expression in PBMC were observed.(24) On the other 
hand, VanHaitsma et al. demonstrated that acute exercise in 
temperate or hot conditions both reduced TLR4 expression, 
but the suppression persisted substantially longer in the group 
that exercised in hot conditions.(194)

Nucleic acids: cell-free DNA (cfDNA) and microRNA: it has 
been well established that circulating cfDNA concentrations 
increase immediately after exercise, with a rapid return to 
baseline. Circulating DNA is one of the known DAMPs for 
TLRs.(19) Growing evidence suggests that miRNAs can mod-
ulate immune functions in response to exercise.(39) MiRNAs 
readily appear in plasma and leukocytes following an exercise 
bout. Further, chronic exercise training can modulate circu-

lating miRNA responses.(2, 8, 39) For the role of cfDNA in 
the exercise-TLR interaction, data are currently lacking, but 
for miRNAs, scarce evidence is available. Radom-Aizik et al. 
evaluated the effects of 30 min of strenuous exercise on miR-
NA expression in young healthy men in two different trials.
(146, 147) In the first trial, exercise altered expression of 34 
miRNAs in PBMCs, of which many were involved in inflam-
matory processes.(147) In the second trial, the expression of 
19 miRNAs was altered in monocytes, again including miR-
NAs related to inflammation.(146) Among others, exercise 
alters expression of miRNA-132, miRNA-125b and let-7e, 
which are known to regulate TLRs in monocytes.(147) In ad-
dition, TLRs have also been proposed as receptors for circulat-
ing miRNAs, although the significance of this finding remains 
unclear.(47)

Reactive oxygen species (ROS): it is well known that oxida-
tive stress levels are modulated by physical activity. Regular 
exercise downregulates oxidative stress.(46) On the contrary, 
unaccustomed and/or exhaustive exercise can generate exces-
sive ROS.(27, 75) ROS have the potential to activate NF-κB 
and mitogen-activated protein kinase (MAPK) pathways and 
to modulate the intracellular TLR signalling cascades which 
converge to these same pathways.(65, 161, 181, 204) In addi-
tion, it has been reported that ROS production can upregulate 
TLR expression.(167, 181) 

Three studies looked into oxidative stress levels. Cheng 
et al. reported downregulation of TLR4 mRNA, upregulation 
of superoxide dismutase and catalase, and reduced levels of 
hydrogen peroxide (H2O2) after their lower back training pro-
gram. They suggested that upregulation of the inflammation 
related gene sirtuin-1 may be the link between exercise and the 
beneficial effects on oxidative stress.(34) On the other hand, 
Falgiano and colleagues reported downregulation of TLR4 
and sirtuin-1 immediately after exercise, with similar kinet-
ics.(48) Ferrer et al. categorised elderly volunteers according 
to self-reported physical activity and found higher TLR2 lev-
els in active participants compared to their sedentary coun-
terparts, but without differences in myeloperoxidase (MPO) 
levels.(54) The aerobic training program of Estébanez et al. 
did not change TLR4 protein levels, or oxidative stress bio-
markers.(46)

Matrix metalloproteinases (MMPs)-mediated TLR shedding: 
MMPs are a class of enzymes that participate in ectodomain 
shedding.(39) The limited data available suggests that exer-
cise modulates MMP levels.(127, 160) MMP-mediated ecto-
domain shedding could contribute to decreased TLR expres-
sion on immune cells after exercise.(39, 43) Additionally, the 
TLR ectodomain can negatively regulate TLR activation by 
acting as a decoy receptor.(98) However, at present, no evi-
dence is available linking exercise to MMPs and soluble and 
membrane-bound TLR levels. The hypothesis of exercise-in-
duced TLR shedding remains to be tested.

Mechanistic insights into the modulating effects of exercise 
on TLRs from animal studies

The majority of animal research on TLRs has been conducted 
in rodents. In general, comparisons of animal and human TLRs 
is complicated by substantial interspecies differences (includ-
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ing transcriptional regulation and cellular expression).(69, 77, 
149) To the best of our knowledge, no animal research with 
the specific purpose to elucidate the link between exercise and 
TLRs has been performed. However, regarding the aforemen-
tioned hypotheses, several observations are worth mentioning. 

Firstly, some studies have reported that changes in TLR 
expression in response to exercise may be tissue specific, while 
others failed to find such differences.(104, 105, 107, 159) Re-
garding the mechanism(s) underlying the exercise-TLR inter-
action, a regulatory feedback loop through myokines remains 
a viable hypothesis. Several studies have simultaneously 
compared myokine and TLR expression, thereby supporting 
this association, but no conclusive information on causality 
was provided.(37, 81, 86, 105, 107, 114, 135, 156, 183, 210) 
Ropelle et al. reported that injection of recombinant IL-6 did 
not change TLR4 expression in rats with diet-induced obesity, 
although only hypothalamic tissue was evaluated.(158) 

Animal research has provided additional arguments 
against the hypothesis that changes in body composition me-
diate the effects of exercise. Carpenter et al. demonstrated that 
sedentary DIO mice with weight loss showed increased mono-
cyte TLR expression, in contrast to voluntary running DIO 
mice with weight loss who showed decreased TLR expression.
(25) Similarly, two studies demonstrated that (forced) exercise 
training did not induce loss of body weight or adipose tissue 
in high-fat diet-fed mice, while exercise did reduce the higher 
TLR4 levels in these mice.(45, 87) Interestingly, it has been 
shown that TLR4 itself influences murine body composition. 
TLR4-deficient mice fed a high-fat diet gained less body fat 
compared to wild-type mice.(84)

Further, studies in rodents have generated evidence against 
a driving role of endotoxin and corticosterone. In the rat study 
by Liao et al., downhill running resulted only in a very late (24 
hours after exercise) increase in muscle endotoxin levels. In 
contrast, TLR4 mRNA changes were already observed 1 hour 
after exercise.(105) Lira et al. confirmed in a murine model 
that overtraining increases circulating endotoxin levels. Also 
corticosterone levels were elevated in the overtrained group. 
Nevertheless, hepatic and adipose tissue TLR4 protein content 
was not altered.(107) Oliveira et al. demonstrated in rats that 
exercise reduced TLR4 mRNA levels in adipose tissue, but no 
impact on serum corticosterone was observed.(135)

As in humans, HSP70 concentrations in animals increase 
in an intensity- and frequency-dependent way after exercise.
(39, 154, 211) No further information on the validity of the 
hypothesis that HSPs plays an important role in the effect of 
exercise on TLRs is available from animal research.

In addition to the aforementioned miRNAs, Wu et al. re-
ported that aerobic exercise increases miRNA-126 and miR-
NA-146a, while reducing TLR4 protein expression.(203) 
Interestingly, it has been shown that miRNA-146a can nega-
tively regulate TLR4.(206) Further research has revealed that 
miRNA-146a can interact with the TRAF6 gene (which is 
involved in the non-MyD88-dependent TLR signalling path-
way), negatively modulating its expression.(203)

Animal research has provided mixed results regarding the 
role of ROS. In the trial by Li et al. in rats, malondialdehyde 
(MDA) and superoxide anions showed a similar response to 
exercise compared to TLR2 and TLR4 mRNA and protein lev-
els.(104) Similarly, in the trial by Rodriguez-Miguelez, MPO 
showed a parallel pattern after exercise as the TLR4 level.

(156) On the contrary, Liao et al. observed a delayed increase 
in MPO and hydrogen peroxide, whereas TLR4 mRNA rapid-
ly decreased after exercise, and remained decreased.(105)

Lastly, in vitro work by Chen et al. using C2C12 myoblasts 
has shown that mechanical stretch inhibited TLR3 expression. 
The precise molecular mechanism by which mechanical strain 
regulates TLR3 levels is not yet clear, but this could be very 
relevant in the context of exercise and TLRs.(32)

In summary, the limited data available in animals and hu-
mans make it difficult to draw definite conclusions regarding 
the underlying mechanisms of the observed TLR changes. 
However, as discussed above, it currently seems unlikely that 
these are mediated by changes in body composition, serum 
glucose, serum fatty acids or serum corticosteroids. Further 
research is required to determine the factors underlying the 
relationship between exercise and TLRs. Several mechanisms 
are likely to be involved simultaneously.

Heterogeneity in the methodological approach

Critical remarks need to be made regarding some of the diag-
nostic methods and reported results.

Only 7 studies simultaneously applied different analytical 
techniques to assess the same TLR molecules.(51, 52, 54, 108, 
116, 129, 130) Although the majority of results were concor-
dant or trending towards concordance, completely opposite 
results at transcript and protein level were also reported. This 
was also the case for molecules involved in the TLR signalling 
cascade and cytokines in other studies.(52, 156) In general, 
correlations between mRNA and protein expression levels are 
notoriously poor, although this is also dependent on the gene 
class. It is known that genes that are differentially expressed 
by experimental manipulation are more likely to show concor-
dant protein expression across the same experimental condi-
tions.(91) Interestingly, Guo et al. performed a mRNA-protein 
correlation study in human circulating monocytes. They con-
cluded that genes belonging to the extracellular region of cell 
components and genes with signal transducer activity showed 
the highest correlation, however, expression at mRNA level 
was found to be generally informative but not predictive for 
that at protein level.(71) From this perspective, it is problem-
atic that 25 studies solely determined TLR expression at tran-
script level, as proteins should still be regarded as the major 
direct executors. Perhaps, TLR internalisation and/or shedding 
are in part responsible for the observed discrepancies.

Most researchers studied repetitive venous blood sam-
ples. However, as plasma cytokines originate from ‘spill over’ 
from various organs and tissues, important changes at the cel-
lular level may not be detected in the plasma.(153) For ex-
ample, Lambert et al. showed decreased expression of IL-6 
and TNF-α in muscle tissue in response to a combined train-
ing program, but not in the serum.(94) Therefore, peripheral 
blood findings cannot be generalised to tissue responses.(48) 
Immune responses may also vary in different parts in the body.
(110) Nevertheless, assessment of blood monocytes may be a 
good proxy/convenience measure of TLR expression and in-
flammatory capacity of macrophages found in different tissues 
(e.g. adipose tissue and skeletal muscle). These peripheral tis-
sue macrophages are deemed to be to a large extent responsi-
ble for whole body chronic inflammation.(69, 95)

Whole blood stimulation assays (frequently using LPS 
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as TLR-stimulant) is a commonly used technique to correlate 
findings on expression level with functional alterations. How-
ever, when making such correlations, it should be considered 
that also other cells besides monocytes can respond to LPS 
stimulation.(112, 173) Some of the effects of exercise only 
became evident after stimulation assay (and were not visible 
in native plasma or unstimulated cultures), which raises the 
question whether these results are reflective of (the complex) 
in vivo responses.(1, 2, 68, 96, 110, 121) In addition, large het-
erogeneity was found regarding incubation times, cell prepa-
ration and stimulant dose.(172)

The unit of expression is of critical importance for report-
ing of the results. For example, in the study of Niemiro et al., 
the proportion (%) of progenitor cells expressing TLR4 was 
unchanged, but the concentration (cells/µL) of progenitor cells 
with surface TLR4 decreased, and the TLR4 expression lev-
el (median fluorescence intensity) increased.(131) Capó et al. 
used a PBMC stimulation assay. Acute exercise increased cy-
tokine production in response to LPS. However, no differences 
were observed when results were expressed per monocyte, but 
these results were not shown.(23) Also Durrer et al. report-
ed different results between absolute and leukocyte-corrected 
cytokine release following a stimulation assay.(43) Another 
study noted that the number of monocytes that responded to 
LPS stimulation by producing interleukines was increased, but 
that the stimulated cells produced less interleukines.(178) This 
is in contrast to the observations of Markofski et al. who saw 
no differences in stimulated cytokine production when correct-
ed for the number of monocytes, but did find lower numbers of 
inflammatory monocytes after exercise.(112)

We would like to make a concluding remark regarding 
physiological variation that can potentially influence the re-
sults. The research group of Lancaster investigated diurnal 
rhythmicity of TLR expression and activation. Monocyte sur-
face expression of TLR1, 2, 4 and 9 showed no difference be-
tween morning and evening samples. Neutrophil expression 
of TLR1, 2 and 4 also remained constant, but TLR9 was ex-
pressed at lower levels in the evening. Upon ex vivo stimu-
lation, monocyte expression of costimulatory molecules was 
significantly greater in the evening samples.(96)

It was also demonstrated that monocytes of normal healthy 
subjects show a decline in LPS-stimulated TNF-α production 
from summer to autumn.(125)

In summary, we believe that the ideal methodological de-
sign should not solely focus on Toll-like receptors, but also 
take into account downstream pathway molecules and end 
products. Changes at the transcript level should be correlated to 
the protein level and vice versa. Localisation and trafficking of 
TLRs could provide insight into the fate of membrane-bound 
TLRs after exercise. It would also be interesting to compare 
changes in peripheral blood with those in skeletal muscle. 
Additional stimulation assays can provide valuable function-
al information. When reporting the results, researchers should 
present absolute numbers rather than relative measures.

Functional relevance of the observed alterations

Monocyte surface expression of TLR seems to have clinical 
relevance as this is known to differ and/or predict outcomes in 
the setting of sepsis, tuberculosis and chronic liver failure.(17) 
Furthermore, monocytes from donors who are homozygous 

for certain TLR4 mutant alleles are clearly hyporesponsive for 
LPS.(163) In addition, a significant number of studies have 
found an association between cytokine production in stimu-
lation assays and TLR expression.(22, 43, 96, 115) Howev-
er, regarding the stimulation assays, also the opposite holds 
true.(43, 112, 121, 153, 172, 173, 180, 187) Assessment of 
molecules involved in TLR signalling has varied from consis-
tent regulation of each of the steps to completely conflicting 
results. This is also the case for plasma or serum cytokines. 
Cavaillon has dedicated an entire review to the debunking of 
the simplistic dichotomy of pro- and anti-inflammatory cyto-
kines. Actually, a given cytokine may behave as a pro- and 
anti-inflammatory cytokine.(26) For example, elevated IL-6 is 
considered a marker of a pro-inflammatory disease pathology, 
but systemic injection of IL-6 increases plasma IL-10 con-
centrations and inhibits TNF-α release after LPS injection in 
healthy humans.(173, 177)

Furthermore, TLRs are just one of the many factors that 
determine the immune system functionality. For example, 
Bartlett et al. demonstrated enhanced neutrophil and monocyte 
phagocytic capacity and oxidative burst, despite decreased and 
unchanged expression of CD16, TLR2 and TLR4 on mono-
cytes and neutrophils respectively.(10)

It should be noted that also other mechanisms can con-
fer the effects of exercise on TLRs besides gene or protein 
expression. For example, stimulation by certain ligands could 
eventually lead to tolerance with reduced TLR responsive-
ness.(39, 95, 142) In addition, it was recently demonstrated 
in blood cultures that exercise can upregulate expression of 
genes involved in the negative regulation of TLR signalling.
(2, 43) Overall, it remains however highly conceivable that 
the exercise-induced alterations in TLRs do have functional 
consequences. 

Transient TLR activation following exercise may actually 
reflect a positive response that is necessary to facilitate debris 
clearance from muscle damage and regulate vascular function.
(172, 173) Acute bouts of exercise are also held capable of 
selective clearance of dysfunctional immune cells, improving 
the functionality of the remaining pool.(10) From an evolu-
tionary perspective, a robust response to a potential threat 
could actually be beneficial, as long as the response does not 
persist beyond clearance of the danger.(172) Short-term acute 
inflammation even allows the body to survive progressive tis-
sue destruction by promoting healing.(27) The impact of acute 
exercise on TLRs can also be linked to the controversial and 
highly debated theory that exercise (especially if strenuous or 
prolonged) leads to a temporary decrease in immune compe-
tence.(129) This is referred to as an ‘open window’ of increased 
susceptibility for infection.(92, 117, 156) As such, downregu-
lation of TLRs after exercise could be involved. However, to 
date, there is no hard evidence to support the presumptions that 
exercise impairs immune cell function or temporarily increas-
es vulnerability for infection.(20) Whether the open window 
truly exists, is still the subject of intense debate.(2, 48, 129)

On the other hand, the association between sedentarism, 
aberrant TLR activation, chronic inflammation and numerous 
chronic disease states underscores that long-term TLR upreg-
ulation and/or activation is likely detrimental.(69) As such, the 
long-term health benefits of exercise could be mediated (in 
part) by modulation of TLR responses.
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Limitations

Despite the value of translational research in experimental 
animal models, this systematic review was limited to studies 
reporting TLR in human subjects. Substantial between-study 
heterogeneity was observed with regard to the investigat-
ed population, the exercise intervention, the TLR evaluation 
method and the reporting of the outcomes, even when the stud-
ies were categorised according to exercise modality and study 
population. Because of the heterogeneity, it was not practica-
ble to perform a meta-analysis on the published results. Lastly, 
several studies had small sample size, possibly leaving them 
underpowered to detect an impact of exercise.

Conclusion and future perspectives
 
To the best of our knowledge, this is the first systematic re-
view that addresses the effects of acute and chronic exercise 
on TLRs in humans, without exclusions based on TLR type 
or health status. According to our findings, the effect of exer-
cise on TLRs is dependent on exercise modality and duration. 
Acute resistance exercise seems to elicit TLR signalling acti-
vation. Acute aerobic exercise does not affect, or especially in 
healthy participants, even lowers TLR levels. Particularly in 
intense bouts of longer duration, also increased TLR activation 
was reported. Exercise training programs generally result in 
stable or decreased expression levels of TLRs. Within these 
exercise programs, upregulatory responses were almost exclu-
sively described in aerobic programs. However, the substan-
tial heterogeneity between studies limits the generalisability 
of these findings. Complementary research, paying attention 
to careful study design, meticulous phenotyping of the study 
population, shifts in leukocyte populations, analytical methods 
(correlating findings at transcript and protein level) and ana-
lytical target selection (corroborating TLR findings by evalua-
tion of pathway molecules and functional assays) are required. 
Future studies comparing the influence of different exercise 
modalities, durations and intensities could add invaluable in-
formation to the field. In addition, the impact of the patient 
characteristics (age, baseline physical activity, health status) 
on the TLR response to exercise merits further investigation.

Several features suggest that the anti-inflammatory effects 
of exercise may be mediated through TLR pathway modula-
tion. However, these effects are most likely not limited to TLR 
alterations. For instance, in this review, we also described re-
duced presence of inflammatory cell populations after exercise 
programs.

Finally, the mechanism(s) underlying the effects of exer-
cise on TLRs remain to be elucidated. Several viable theories 
have been proposed, but sound evidence is lacking. According 
to our opinion, several factors are most likely involved simul-
taneously, with host, exercise and environmental characteris-
tics determining their contribution.
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SUPPLEMENTARY MATERIAL 

Toll-like receptor (TLR) signalling pathways

TLRs interact with their respective ligand as a homo- or het-
erodimer along with a co-receptor or accessory molecule.
(88) For example, CD14 is a well-known co-receptor for both 
TLR2 and TLR4.(59) All TLRs share a similar cytoplasmic 
signalling domain, the Toll/IL-1 receptor (TIR) domain, that 
initiates the downstream signalling cascade by differentially 
recruiting members of a set of five TIR domain-containing 
adaptor proteins.(80, 88, 133, 188) These signalling cascades 
are discussed in more detail in the next paragraphs and are 
schematically illustrated in Supplementary Figure 1.

Myeloid differentiation primary response gene 88 
(MyD88) is considered the ‘universal adaptor protein’ as it is 
used by all TLRs, except for TLR3.(9, 130) The MyD88-de-
pendent pathway sequentially involves IL-1R-associated 
kinases (IRAKs), TNFR-associated factor (TRAF) 6 and 
TGF-β-activating kinase (TAK) 1.(9, 88) TAK1 in turn ac-
tivates two different pathways. In the first pathway, TAK1 
activates the IκB kinases (IKK) complex, leading to degra-
dation of the inhibitory protein IκB.(52, 88) Under normal 
conditions, IκB binds to nuclear factor kappa B (NF-κB) and 
retains it in the cytosol.(48, 51, 111) The transcription factor 
NF-κB is a master regulator of the inflammatory response.
(155) Degradation of IκB enables translocation of NF-κB into 
the nucleus with subsequent activation of a wide variety of 
genes, including genes encoding pro-inflammatory cytokines.
(54) The second TAK1-mediated pathway results in activation 
of mitogen-activated protein kinase (MAPK) family members, 
such as extracellular signal-regulated protein kinase (ERK) 
1/2, p38 and c-Jun N-terminal kinase (JNK). This ultimately 
leads to activation of the pro-inflammatory transcription factor 
activator protein-1 (AP-1).(52, 88)

Alternatively, TLR3 and 4 are capable of signalling 
through a non-MyD88-dependent pathway. The cascade starts 
with the recruitment of TIR-domain-containing adaptor pro-
tein-inducing interferon-β (TRIF). TRIF interacts with TRAF6 
and TRAF3. In this pathway, TRAF6 uses the kinase recep-
tor-interacting protein (RIP) 1 to activate the TAK1 complex, 
leading to induction of inflammatory cytokines through NF-κB 
and MAPKs as explained above. TRAF3 recruits TANK-bind-
ing kinase 1 (TBK1) and inducible IκB kinase IKKi (also 
known as IKKε) for phosphorylation of interferon regulatory 
transcription factors (IRFs) 3 and 7, enabling their transloca-
tion to the nucleus where they facilitate transcriptional acti-
vation of genes responsible for encoding type I interferons 
(IFNs).(50, 64, 73, 88, 133, 154, 207) IFNs are multifunctional 
cytokines that play an important role in the first line defence 
against viral infections.(101)

Besides MyD88 and TRIF, three other TIR domain-con-
taining adaptor proteins exist. MyD88-adaptor-like (MAL)
(also termed TIRAP) and TRIF-related adaptor molecule 
(TRAM) act as bridging adaptors for MyD88 and TRIF re-
spectively. The fifth adaptor protein, sterile α- and armadil-
lo-motif-containing protein (SARM), seems to negatively 
regulate NF-κB and IRF activation, although more research is 
required in this regard.(88, 133)

So ultimately, TLR signalling activates transcription fac-
tors that promote transcription of a wide variety of genes typi-

cally leading to the production of pro-inflammatory cytokines 
(i.a. interleukine (IL) 1, IL-6, tumor necrosis factor alpha 
(TNF-α), chemokines and type I IFNs).(1, 9, 69) This way, 
TLRs are pivotal members of the innate immune system. Ad-
ditionally, TLRs play an important role in priming of adaptive 
immune responses, including upregulation of antigen-present-
ing molecules (e.g. major histocompatibility complex (MHC) 
class II), co-stimulatory molecules (e.g. CD80/CD86) and 
specific cytokines (e.g. IL-6 and IL-12) in antigen-presenting 
cells.(9, 69, 96, 136)

Toll-like receptor expression and monocyte and dendritic 
cell subtypes

TLRs are predominantly expressed in and on immune cells. In 
exercise literature, most investigators have focused on mono-
cytes and, to a lesser degree, on dendritic cells due to their 
diverse role in inflammation and immune function.(10, 43)

In monocytes, TLR expression varies according to the 
subtype. Monocytes are categorised according to the expres-
sion of CD-molecules on their cell surface. Classical mono-
cytes express high levels of CD14, but lack expression of 
the Fc receptor CD16 (CD14++/CD16-).(173) Approximately 
10-20% of monocytes co-express CD16 and are considered 
pro-inflammatory. These are further subdivided into an inter-
mediate (CD14++/CD16+) subset and a non-classical (CD14+/
CD16++) subset.(35, 170, 173) Interestingly, pro-inflammatory 
(CD16-positive) monocytes are characterised by higher sur-
face expression of TLR2 and TLR4.(38, 96, 112, 170, 173, 
187) Upon stimulation with lipopolysaccharide (LPS), classi-
cal monocytes produce IL-6 (a predominantly pro-inflamma-
tory cytokine) and IL-10 (an anti-inflammatory cytokine). On 
the other hand, pro-inflammatory monocytes produce IL-6 and 
the pro-inflammatory TNF-α, but little or no IL-10 following 
LPS-stimulation.(96, 170, 173) They also express a greater 
level of HLA-DR (MHC class II) suggesting higher capacity 
for antigen presentation.(170) It is therefore not surprising that 
increased circulating levels of pro-inflammatory monocytes 
are associated with a number of chronic diseases.(38, 112, 187)
Dendritic cells (DCs) constitute two major subsets in humans.
(42) Myeloid (or conventional) DCs (cDCs) are the largest 
fraction and use TLRs 1, 2, 4-6 and 8 to detect mainly bac-
terial pathogen-associated molecular patterns (PAMPs). Upon 
activation, cDCs secrete pro-inflammatory cytokines and pres-
ent antigens. Plasmacytoid DCs (pDCs) use TLRs 7 and 9 to 
detect mainly viral RNA and DNA, respectively.(92) They are 
less proficient in antigen presentation and react to activation 
with the production of type I IFNs and other cytokines.(41, 
129)
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Supplementary Figure 1 | Simplified overview of the MyD88-dependent and –independent signalling pathway in Toll-like 
receptor activation.

TLR1, TLR2, TLR4-6 and TLR10 localise to the cell surface. In contrast, TLR3 and TLR7-9 are confined to intracellular compartments such as 

endosomes, (endo)lysosomes and endoplasmic reticulum. Differential adaptor molecules provide specific signalling pathways in different TLR 

family members. These pathways are described in detail in the text. Full lines indicate direct interaction. Dashed lines indicate indirect linkage. 

Abbreviations: AP-1, activator protein-1; IC, intracellular; DAMP, damage-associated molecular pattern; IRF, interferon regulatory transcrip-

tion factor; MAPK, mitogen-activated protein kinase; MyD88, myeloid differentiation primary response gene 88; NF-kB, nuclear factor kappa 

B; PAMP, pathogen-associated molecular pattern; TAK, TGF-β-activating kinase; TLR, toll-like receptor; TRAF, TNFR-associated factor; TRIF, 

TIR-domain-containing adaptor protein-inducing interferon-β.
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Supplementary Table 1 | Overview of the cellular location, PAMPs, DAMPs and synthetic ligands of the different human 
Toll-like receptors. 
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Supplementary Table 2 | Summary of the characteristics of the articles investigating the effects of acute resistance exercise.  1039 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Fernandez-
Gonzalo, 
2012(51) 

Moderately active 
undergraduate male 
students – n=12 – 22.1 
(SE 0.5) years 

Moderately active 
undergraduate male 
students – n=8 – 22.7 
(SE 0.4) years 

- Exercise bout 
(week 0), followed 
by an eccentric 
training program 
and repetition of 
the exercise bout 
(week 9) 
- CG: no training 
program 
- Exercise bout: 12 
sets of 10 
repetitions of the 
negative phase of 
the barbell squat at 
60% MVIC 
- Training program: 
3 sessions/week for 
6 weeks 
- Session: 3-5 sets 
of 10 repetitions of 
eccentric barbell 
squat at 40-50% 
MVIC 

Venous blood 
– pre, past and 
2h after 
exercise bout 

qPCR (CD14, TLR4, 
TNF-α) 
Western blot (TLR4, 
TRAF6, TNF-α, CD14, 
p65, pIκB, pIKK, TRIF, 
MyD88, pERK-1/2) 

TLR4 mRNA: ↑ post 
and 2h after both 
bouts in both 
groups 
TLR4 protein: ↑ 
post and 2h after 
first bout in both 
groups; ↓2h after 
second bout in 
trained group (↔ 
↑ post and 2h after 
second bout in CG) 
 

CD14 mRNA: ↑ post and 
2h after both bouts in 
both groups 
CD14 protein: ↑ post and 
2h after first bout in both 
groups; ↓ 2h after 
second bout in trained 
group (↔ ↑ post and 2h 
after second bout in CG ) 
TNF-α mRNA and protein: 
↑ post and 2h after first 
bout in both groups; = in 
trained group after 
second bout (↔ ↑ post 
and 2h after exercise 
bout in CG) 
MyD88, TRAF6, TRIF, 
pIKK, pIκB, p65 protein 
and pERK-1/2 protein: ↑ 
post and 2h after first 
bout in both groups; = 
after second bout in 
trained group (except for 
↑ pIKK post exercise and 
↑ p65 2h after 
exercise)(↔ ↑ post and 
2h after exercise bout in 
CG) 

Fernandez-
Gonzalo, 
2014(52) 

Healthy active (3-5h of 
recreational activity 
per week) 
undergraduate female 
students – n=12 – 22.5 
(SEM 0.3) years 

Healthy active (3-5h of 
recreational activity 
per week) 
undergraduate female 
students – n=8 – 22.5 
(SEM 2.3) years 

- Exercise bout 
(week 0), followed 
by an eccentric 
training program 
and repetition of 

Venous blood 
– pre, post and 
2h after 
exercise bout 

qPCR of PBMC (CD14, 
TLR4, TRAF6) 
Western blot (CD14, 
TLR4, MyD88, p65, 
pERK, TBK1, IRF3, TNF-
α, TRAF6, TRIF, IKK, 

TLR4 mRNA: ↑ post 
and 2h after both 
bouts in both 
groups 
TLR4 protein: ↑ 
post and 2h after 

Cell counts: no changes 
PBMC subpopulations 
CD14 and TRAF6 mRNA: 
↑ post and 2h after both 
bout in both groups  
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the exercise bout 
(week 9) 
- CG: no training 
program 
- Exercise bout: 12 
sets of 10 
repetitions of the 
negative phase of 
the barbell squat at 
60% MVIC 
- Training program: 
3 sessions/week for 
6 weeks 
- Session: 3-5 sets 
of 10 repetitions of 
eccentric barbell 
squat at 40-50% 
MVIC 

pIKK, pIκB, pIRF3, p38, 
pP38) 

first bout in both 
groups; = after 
second bout in 
trained group (↔ 
↑ post and 2h after 
second bout in CG) 
 

CD14 and TRAF6 protein: 
↑ post and 2h after first 
bout in both groups; = 
after second bout in 
trained group (↔ ↑ post 
and 2h after second bout 
in CG) 
MyD88, TRIF, pIκB, IKK, 
p65 and pERK and TNF-α 
protein: ↑ post and 2h 
after first both in both 
groups; = after second 
bout in trained group (↔ 
↑ post and 2h after 
second bout in CG)  
pIRF3 protein: = 

Flynn, 2003(58) Apparently healthy 
resistive-trained 
women: 
- taking traditional HRT 
– n=9 – 74.02 (SD 5.62) 
years 
- non-HRT – n=6 – 
74.60 (SD 6.47) years 
- no hormones but 
medications known to 
influence bone – n=7 – 
72.01 (SD 7.46) years 

Apparently healthy 
sedentary women not 
taking hormones – n=6 
– 74.20 (SD 6.98) years 

- Training program 
with single exercise 
bout 1 week after 
last training session 
- CG: 
acclimatisation 
sessions, followed 
by normal activities 
- Week 0: 3 
acclimatisation 
sessions 
- Week 1-10: 3 
sessions/week of 
three sets of 10 
upper and lower 
body exercises 
- Exercise bout: 10 
min treadmill 
warm-up, three sets 
of 10 resistive 
exercises at 80% 
1RM 

Venous blood 
– pre, post and 
2h after 
exercise bout 
(or after rest 
for CG) 

qPCR (TLR4, CD14, IL-
6, TNF-α, IL-1β) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

TLR4 mRNA: 
collapsed over time 
↓ in trained groups 
compared to CG (no 
significant time 
differences) 
TLR4 
mRNA/monocyte: 
↑ in CG compared 
to trained group at 
all time points 

Leukocyte count: ↑ post 
exercise in trained groups 
with normalisation at 2h 
(↔ CG =) 
Mononuclear cell count: 
↑ post exercise in HRT 
and non-HRT with 
normalisation at 2h (↔ 
CG and medication with 
bone influence =) 
Monocyte count: ↑ post 
exercise in trained groups 
with normalisation at 2h 
(↔ CG ↓ post exercise 
with normalisation at 2h) 
CD14 mRNA: collapsed 
over time ↓ in trained 
compared to CG 
CD14 mRNA/monocyte: 
↑ in CG compared to 
trained groups at all time 
points 
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IL-6 and IL-1β mRNA: no 
significant differences 
TNF-α mRNA: collapsed 
over time ↑ in CG 
compared to trained 
groups 
LPS-stimulation: ↓IL-6, 
TNF-α in trained groups; 
IL-1β = 

McFarlin, 
2004(116) 

Elderly (≥ 10 years 
postmenopausal) 
trained (≥ 72 exercise 
sessions in the last 6 
months) women – 
n=10 – 67 (SD 5) years 

Elderly (≥ 10 years 
postmenopausal) 
untrained women – 
n=10 – 69 (SD 5) years 

- Single exercise 
bout (exercise & 
control group) 
- Upper and lower 
body exercise: 3 
sets, 9 exercises, 10 
repetitions at 80% 
of 1RM 

Venous blood 
– pre, post and 
2h, 6h and 24h 
after exercise 

Flow cytometry (CD14, 
TLR4) 
qPCR (CD14, TLR4, IL-
6, TNF-α, IL-1β) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

CD14+ monocyte 
TLR4: untrained ↑ 
compared to 
trained (group 
averages), no time 
factor 
 

Cell count: no group 
factor 
Total leukocytes: post-
exercise ↑ compared to 
pre-exercise and 24h; at 
6h ↑ compared to pre-
exercise 
CD14+ count: at 6h ↑ 
compared to 2h and 24h; 
at post-exercise ↑ 
compared to 2h 
LPS-stimulated cytokines: 
IL-6, IL-1β, TNF-α 
concentration at 6h ↑ 
than other time points; IL-
6 post-exercise ↑ than at 
2h 
Gene expression: no 
significant results 

Age is given as mean unless otherwise stated. Abbreviations: 1RM, one-repetition maximum; CD, cluster of differentiation; CG, control group; ELISA, enzyme-linked immunosorbent assay; 
ERK, extracellular signal-regulated protein kinase; h, hour; HRT, hormone replacement therapy; IFN, interferon; IKK, IκB kinases; IL, interleukine; IRF, interferon regulatory transcription factor; 
LPS, lipopolysaccharide; min, minute; mRNA, messenger RNA; MVIC, maximal voluntary isometric contraction; MyD88, myeloid differentiation primary response gene 88; PBMC, peripheral 
blood mononuclear cells; qPCR, quantitative polymerase chain reaction; SD, standard deviation; SE, standard error; SEM, standard error of the mean; TBK, TANK-binding kinase; TNF, tumor 
necrosis factor; TLR, toll-like receptor; TRAF, TNFR-associated factor; TRIF, TIR-domain-containing adaptor protein-inducing interferon-β.  

 1040 

 1041 

  1042 
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the exercise bout 
(week 9) 
- CG: no training 
program 
- Exercise bout: 12 
sets of 10 
repetitions of the 
negative phase of 
the barbell squat at 
60% MVIC 
- Training program: 
3 sessions/week for 
6 weeks 
- Session: 3-5 sets 
of 10 repetitions of 
eccentric barbell 
squat at 40-50% 
MVIC 

pIKK, pIκB, pIRF3, p38, 
pP38) 

first bout in both 
groups; = after 
second bout in 
trained group (↔ 
↑ post and 2h after 
second bout in CG) 
 

CD14 and TRAF6 protein: 
↑ post and 2h after first 
bout in both groups; = 
after second bout in 
trained group (↔ ↑ post 
and 2h after second bout 
in CG) 
MyD88, TRIF, pIκB, IKK, 
p65 and pERK and TNF-α 
protein: ↑ post and 2h 
after first both in both 
groups; = after second 
bout in trained group (↔ 
↑ post and 2h after 
second bout in CG)  
pIRF3 protein: = 

Flynn, 2003(58) Apparently healthy 
resistive-trained 
women: 
- taking traditional HRT 
– n=9 – 74.02 (SD 5.62) 
years 
- non-HRT – n=6 – 
74.60 (SD 6.47) years 
- no hormones but 
medications known to 
influence bone – n=7 – 
72.01 (SD 7.46) years 

Apparently healthy 
sedentary women not 
taking hormones – n=6 
– 74.20 (SD 6.98) years 

- Training program 
with single exercise 
bout 1 week after 
last training session 
- CG: 
acclimatisation 
sessions, followed 
by normal activities 
- Week 0: 3 
acclimatisation 
sessions 
- Week 1-10: 3 
sessions/week of 
three sets of 10 
upper and lower 
body exercises 
- Exercise bout: 10 
min treadmill 
warm-up, three sets 
of 10 resistive 
exercises at 80% 
1RM 

Venous blood 
– pre, post and 
2h after 
exercise bout 
(or after rest 
for CG) 

qPCR (TLR4, CD14, IL-
6, TNF-α, IL-1β) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

TLR4 mRNA: 
collapsed over time 
↓ in trained groups 
compared to CG (no 
significant time 
differences) 
TLR4 
mRNA/monocyte: 
↑ in CG compared 
to trained group at 
all time points 

Leukocyte count: ↑ post 
exercise in trained groups 
with normalisation at 2h 
(↔ CG =) 
Mononuclear cell count: 
↑ post exercise in HRT 
and non-HRT with 
normalisation at 2h (↔ 
CG and medication with 
bone influence =) 
Monocyte count: ↑ post 
exercise in trained groups 
with normalisation at 2h 
(↔ CG ↓ post exercise 
with normalisation at 2h) 
CD14 mRNA: collapsed 
over time ↓ in trained 
compared to CG 
CD14 mRNA/monocyte: 
↑ in CG compared to 
trained groups at all time 
points 
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the exercise bout 
(week 9) 
- CG: no training 
program 
- Exercise bout: 12 
sets of 10 
repetitions of the 
negative phase of 
the barbell squat at 
60% MVIC 
- Training program: 
3 sessions/week for 
6 weeks 
- Session: 3-5 sets 
of 10 repetitions of 
eccentric barbell 
squat at 40-50% 
MVIC 

pIKK, pIκB, pIRF3, p38, 
pP38) 

first bout in both 
groups; = after 
second bout in 
trained group (↔ 
↑ post and 2h after 
second bout in CG) 
 

CD14 and TRAF6 protein: 
↑ post and 2h after first 
bout in both groups; = 
after second bout in 
trained group (↔ ↑ post 
and 2h after second bout 
in CG) 
MyD88, TRIF, pIκB, IKK, 
p65 and pERK and TNF-α 
protein: ↑ post and 2h 
after first both in both 
groups; = after second 
bout in trained group (↔ 
↑ post and 2h after 
second bout in CG)  
pIRF3 protein: = 

Flynn, 2003(58) Apparently healthy 
resistive-trained 
women: 
- taking traditional HRT 
– n=9 – 74.02 (SD 5.62) 
years 
- non-HRT – n=6 – 
74.60 (SD 6.47) years 
- no hormones but 
medications known to 
influence bone – n=7 – 
72.01 (SD 7.46) years 

Apparently healthy 
sedentary women not 
taking hormones – n=6 
– 74.20 (SD 6.98) years 

- Training program 
with single exercise 
bout 1 week after 
last training session 
- CG: 
acclimatisation 
sessions, followed 
by normal activities 
- Week 0: 3 
acclimatisation 
sessions 
- Week 1-10: 3 
sessions/week of 
three sets of 10 
upper and lower 
body exercises 
- Exercise bout: 10 
min treadmill 
warm-up, three sets 
of 10 resistive 
exercises at 80% 
1RM 

Venous blood 
– pre, post and 
2h after 
exercise bout 
(or after rest 
for CG) 

qPCR (TLR4, CD14, IL-
6, TNF-α, IL-1β) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

TLR4 mRNA: 
collapsed over time 
↓ in trained groups 
compared to CG (no 
significant time 
differences) 
TLR4 
mRNA/monocyte: 
↑ in CG compared 
to trained group at 
all time points 

Leukocyte count: ↑ post 
exercise in trained groups 
with normalisation at 2h 
(↔ CG =) 
Mononuclear cell count: 
↑ post exercise in HRT 
and non-HRT with 
normalisation at 2h (↔ 
CG and medication with 
bone influence =) 
Monocyte count: ↑ post 
exercise in trained groups 
with normalisation at 2h 
(↔ CG ↓ post exercise 
with normalisation at 2h) 
CD14 mRNA: collapsed 
over time ↓ in trained 
compared to CG 
CD14 mRNA/monocyte: 
↑ in CG compared to 
trained groups at all time 
points 
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between groups or after 
exercise 
AktSer473 
phosphorylation/total 
Akt: ↑ in athletes 
compared to T2DM or 
obese at baseline; no 
impact of exercise 

Booth, 
2010(17) 

Trained cyclists – n=8 
(5 ♂, 3 ♀) - 32.1 (SD 
4.2) years) 

/ - Single exercise 
bout 
- Cycling: 60 km in 
fastest time 
possible (mean 
completion time 
92.1 min, mean HR 
83% age-predicted 
MHR) 

Venous blood 
– pre, post and 
1h after 
exercise 

Flow cytometry (CD14, 
CD16, TLR2, TLR4, HLA-
DR) 
Serum stimulation 
assay of pre-exercise 
PMBC with flow 
cytometry 

↑ TLR2, TLR4 post 
and after 1h 
TLR2 on monocyte 
subsets: ↑ TLR2 on 
CD14++/CD16+ after 
exercise, no other 
exercise effects 
TLR4 on monocyte 
subsets: ↑ TLR4 on 
CD14++/CD16+ after 
1h, no other 
exercise effects 
Serum exposure: 
TLR2, TLR4 = 

Cell count: ↑ total 
leukocyte, neutrophil, 
lymphocyte and 
monocyte count post 
exercise; ↑ leukocyte, 
neutrophil and monocyte 
count after 1h with 
normalisation of 
lymphocyte count 
Monocyte subsets: ↑ 
CD14++/CD16-, 
CD14+/CD16++, 
CD14++/CD16+ post 
exercise with 
normalisation after 1h; ↓ 
proportion CD14++/CD16 
and ↑ proportion 
CD14+/CD16++ and 
CD14++/CD16+ with 
normalisation after 1h 
Monocyte HLA-DR: ↓ 
post and after 1h 
Serum exposure: ↑ HLA-
DR on CD14+/CD16++ cells 
with 1h post-exercise 
serum compared to 
resting serum 
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Supplementary Table 2 | Summary of the characteristics of the articles investigating the effects of acute resistance exercise.  1039 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Fernandez-
Gonzalo, 
2012(51) 

Moderately active 
undergraduate male 
students – n=12 – 22.1 
(SE 0.5) years 

Moderately active 
undergraduate male 
students – n=8 – 22.7 
(SE 0.4) years 

- Exercise bout 
(week 0), followed 
by an eccentric 
training program 
and repetition of 
the exercise bout 
(week 9) 
- CG: no training 
program 
- Exercise bout: 12 
sets of 10 
repetitions of the 
negative phase of 
the barbell squat at 
60% MVIC 
- Training program: 
3 sessions/week for 
6 weeks 
- Session: 3-5 sets 
of 10 repetitions of 
eccentric barbell 
squat at 40-50% 
MVIC 

Venous blood 
– pre, past and 
2h after 
exercise bout 

qPCR (CD14, TLR4, 
TNF-α) 
Western blot (TLR4, 
TRAF6, TNF-α, CD14, 
p65, pIκB, pIKK, TRIF, 
MyD88, pERK-1/2) 

TLR4 mRNA: ↑ post 
and 2h after both 
bouts in both 
groups 
TLR4 protein: ↑ 
post and 2h after 
first bout in both 
groups; ↓2h after 
second bout in 
trained group (↔ 
↑ post and 2h after 
second bout in CG) 
 

CD14 mRNA: ↑ post and 
2h after both bouts in 
both groups 
CD14 protein: ↑ post and 
2h after first bout in both 
groups; ↓ 2h after 
second bout in trained 
group (↔ ↑ post and 2h 
after second bout in CG ) 
TNF-α mRNA and protein: 
↑ post and 2h after first 
bout in both groups; = in 
trained group after 
second bout (↔ ↑ post 
and 2h after exercise 
bout in CG) 
MyD88, TRAF6, TRIF, 
pIKK, pIκB, p65 protein 
and pERK-1/2 protein: ↑ 
post and 2h after first 
bout in both groups; = 
after second bout in 
trained group (except for 
↑ pIKK post exercise and 
↑ p65 2h after 
exercise)(↔ ↑ post and 
2h after exercise bout in 
CG) 

Fernandez-
Gonzalo, 
2014(52) 

Healthy active (3-5h of 
recreational activity 
per week) 
undergraduate female 
students – n=12 – 22.5 
(SEM 0.3) years 

Healthy active (3-5h of 
recreational activity 
per week) 
undergraduate female 
students – n=8 – 22.5 
(SEM 2.3) years 

- Exercise bout 
(week 0), followed 
by an eccentric 
training program 
and repetition of 

Venous blood 
– pre, post and 
2h after 
exercise bout 

qPCR of PBMC (CD14, 
TLR4, TRAF6) 
Western blot (CD14, 
TLR4, MyD88, p65, 
pERK, TBK1, IRF3, TNF-
α, TRAF6, TRIF, IKK, 

TLR4 mRNA: ↑ post 
and 2h after both 
bouts in both 
groups 
TLR4 protein: ↑ 
post and 2h after 

Cell counts: no changes 
PBMC subpopulations 
CD14 and TRAF6 mRNA: 
↑ post and 2h after both 
bout in both groups  
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IL-6 and IL-1β mRNA: no 
significant differences 
TNF-α mRNA: collapsed 
over time ↑ in CG 
compared to trained 
groups 
LPS-stimulation: ↓IL-6, 
TNF-α in trained groups; 
IL-1β = 

McFarlin, 
2004(116) 

Elderly (≥ 10 years 
postmenopausal) 
trained (≥ 72 exercise 
sessions in the last 6 
months) women – 
n=10 – 67 (SD 5) years 

Elderly (≥ 10 years 
postmenopausal) 
untrained women – 
n=10 – 69 (SD 5) years 

- Single exercise 
bout (exercise & 
control group) 
- Upper and lower 
body exercise: 3 
sets, 9 exercises, 10 
repetitions at 80% 
of 1RM 

Venous blood 
– pre, post and 
2h, 6h and 24h 
after exercise 

Flow cytometry (CD14, 
TLR4) 
qPCR (CD14, TLR4, IL-
6, TNF-α, IL-1β) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

CD14+ monocyte 
TLR4: untrained ↑ 
compared to 
trained (group 
averages), no time 
factor 
 

Cell count: no group 
factor 
Total leukocytes: post-
exercise ↑ compared to 
pre-exercise and 24h; at 
6h ↑ compared to pre-
exercise 
CD14+ count: at 6h ↑ 
compared to 2h and 24h; 
at post-exercise ↑ 
compared to 2h 
LPS-stimulated cytokines: 
IL-6, IL-1β, TNF-α 
concentration at 6h ↑ 
than other time points; IL-
6 post-exercise ↑ than at 
2h 
Gene expression: no 
significant results 

Age is given as mean unless otherwise stated. Abbreviations: 1RM, one-repetition maximum; CD, cluster of differentiation; CG, control group; ELISA, enzyme-linked immunosorbent assay; 
ERK, extracellular signal-regulated protein kinase; h, hour; HRT, hormone replacement therapy; IFN, interferon; IKK, IκB kinases; IL, interleukine; IRF, interferon regulatory transcription factor; 
LPS, lipopolysaccharide; min, minute; mRNA, messenger RNA; MVIC, maximal voluntary isometric contraction; MyD88, myeloid differentiation primary response gene 88; PBMC, peripheral 
blood mononuclear cells; qPCR, quantitative polymerase chain reaction; SD, standard deviation; SE, standard error; SEM, standard error of the mean; TBK, TANK-binding kinase; TNF, tumor 
necrosis factor; TLR, toll-like receptor; TRAF, TNFR-associated factor; TRIF, TIR-domain-containing adaptor protein-inducing interferon-β.  
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 
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between groups or after 
exercise 
AktSer473 
phosphorylation/total 
Akt: ↑ in athletes 
compared to T2DM or 
obese at baseline; no 
impact of exercise 

Booth, 
2010(17) 

Trained cyclists – n=8 
(5 ♂, 3 ♀) - 32.1 (SD 
4.2) years) 

/ - Single exercise 
bout 
- Cycling: 60 km in 
fastest time 
possible (mean 
completion time 
92.1 min, mean HR 
83% age-predicted 
MHR) 

Venous blood 
– pre, post and 
1h after 
exercise 

Flow cytometry (CD14, 
CD16, TLR2, TLR4, HLA-
DR) 
Serum stimulation 
assay of pre-exercise 
PMBC with flow 
cytometry 

↑ TLR2, TLR4 post 
and after 1h 
TLR2 on monocyte 
subsets: ↑ TLR2 on 
CD14++/CD16+ after 
exercise, no other 
exercise effects 
TLR4 on monocyte 
subsets: ↑ TLR4 on 
CD14++/CD16+ after 
1h, no other 
exercise effects 
Serum exposure: 
TLR2, TLR4 = 

Cell count: ↑ total 
leukocyte, neutrophil, 
lymphocyte and 
monocyte count post 
exercise; ↑ leukocyte, 
neutrophil and monocyte 
count after 1h with 
normalisation of 
lymphocyte count 
Monocyte subsets: ↑ 
CD14++/CD16-, 
CD14+/CD16++, 
CD14++/CD16+ post 
exercise with 
normalisation after 1h; ↓ 
proportion CD14++/CD16 
and ↑ proportion 
CD14+/CD16++ and 
CD14++/CD16+ with 
normalisation after 1h 
Monocyte HLA-DR: ↓ 
post and after 1h 
Serum exposure: ↑ HLA-
DR on CD14+/CD16++ cells 
with 1h post-exercise 
serum compared to 
resting serum 
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Capó, 2014(22) 
and Capó, 
2016(23) 

Male soccer players 
from the Real Mallorca 
B team – n=9 – 20.4 
(SEM 0.5) years (not 
considered in this 
review) 

Male soccer players 
from the Real Mallorca 
B team – n=6 – 19.3 
(SEM 0.4) years 

- Training program 
with single exercise 
bout, with 
docosahexanoic 
acid or placebo 
supplementation (5 
days/week) 
throughout the 
season 
(docosahexanoic 
acid 
supplementation 
group not 
considered in this 
review) 
- CG: placebo 
supplementation, 
training program 
and exercise bout 
- Training program: 
8 weeks of physical 
activity related to 
football training 
season 
- Single exercise 
bout: 2h of habitual 
physical activity (15 
min warm-up, Leger 
Boucher test, 15 
min recovery 
exercise, small-
sided games, 20 
min soccer match) 

Venous blood 
– at the 
beginning and 
end of the 
nutritional 
intervention 
and 2h after 
the exercise 

Capó, 2014 
Flow cytometry (cell 
counts) 
Chromatography (fatty 
acids) 
PBMC stimulation with 
LPS (2h) with Biochip 
array 
Biochip array (GMCSF, 
MIP1α, MCP1, IL-1α, 
IL-1β, IL-2, IL-4, IL-5, IL-
6, IL-10, IL-15, TNF-β, 
IFN-γ 
ELISA (IL-8, TNF-α) 
Western blot of PBMC 
(TLR4) 

TLR4 = after 
program; ↑ TLR4 
after acute exercise 

Capó, 2014 
Fatty acid composition of 
erythrocytes: ↓ 
proportion C20:2 after 
program compared to 
baseline 
Cell count: ↑ proportion 
basophils after program; 
leukocytes =; ↑ 
proportion monocytes 
and ↓ proportion 
lymphocytes and 
basophils after acute 
exercise 
Plasma cytokines and 
growth factors: = after 
program; ↑ IL-6 after 
acute exercise 
PBMC stimulation: ↑IL-6 
and TNF-α after exercise 

Capó, 2016 
PBMC stimulation with 
LPS (2h)(37°C and 
39°C) with ELISA 
Randox Biochip Array 
(IL-1α, IL-1β, IL-2, IL-4, 
IL-6, IL-10, IFN-γ, TNF-
α) 

Capó, 2016 
LPS-stimulated PBMC: ↑ 
IL-1β, IL-6, IL-8 in 39°C 
compared to 37°C; ↓ IL-2 
in 39°C compared to 37°C 
LPS-stimulated PBMC: = 
(when expressed per 
blood or per monocyte); 
↑ IL-1α, IL-1β, IL-4, IL-6, 
IL-8, IFN-γ and TNF-α 
after acute exercise; ↓ IL-
2 after acute exercise 

Capó, 2016(24) Young and senior male 
taekwondo athletes 
(physical activity of 1-
2h daily 5-7 days per 
week)  
- young: n=10 – 22.8 
(SEM 3.8) years 

/ - Single exercise 
bout before and 
after 5 weeks of 
nutritional 
intervention (test 
after intervention 
was not included in 
this review) 

Venous blood 
– pre and 1h 
after exercise 

Enzymatic Wako kit 
(NEFA) 
ELISA (IL-6, TNF-α, NF- 
κB p50) 
qPCR (TLR2, TLR4, NF- 
κB, 5-LOX, 15-LOX2, IL-
1β, IL-8, IL-10, IL-15, 
TNF-α, HSP70) 

TLR2, TLR4 = Plasma NEFA: ↑ in young 
and old athletes after 
exercise 
Plasma IL-6, NF- κB p50, 
TNF-α and HSP70: no 
impact of exercise in 
young and old group 
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- senior: n=8 – 45.6 
(SEM 1.6) years 

- Treadmill: 
incremental 
maximal test until 
exhaustion (71.84 
min for senior 
group, 72.02 min 
for young group) 

 Gene expression: no 
group differences or 
impact of exercise 
 

Durrer, 
2017(43) 

T2DM patients with 
HbA1c <8% – n=10 (5 
♂, 5 ♀) – 57.9 (SD 5.4) 
years 

Age-matched 
normoglycemic 
controls completing 
150-300 min of light-
moderate physical 
activity per week (self-
reported) – n=9 (4 ♂, 5 
♀) – 55.8 (SD 9.0) years 

- Single exercise 
bout of HIIT 
(patient & control 
group) 
- Cycling: 7 times 1 
min at 85% of 
maximal aerobic 
power output, 
separated by 1 min 
of recovery 

Venous blood 
– pre, post and 
1h after 
exercise  

MagPix (plasma TNF-α) 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Whole blood 
stimulation with LPS 
(4h) with MagPix assay 

TLR2 expression on 
classical and CD16+ 
monocytes: ↓ post 
and 1h after 
exercise 
TLR2 expression on 
CD16+ neutrophils: 
↑ in T2DM 
compared to CG; no 
effect of exercise 
TLR4 expression on 
classical monocytes: 
no effect of time or 
group 
TLR4 on CD16+ 
monocytes and 
neutrophils: ↑ in 
T2DM compared to 
CG; no effect of 
exercise 

Cell count: ↑ total 
leukocytes, classical 
monocytes and CD16+ 
monocytes post exercise 
with normalisation after 
1h; proportion CD16+ 
monocytes = 
Plasma TNF-α: ↓ at 1h 
compared to pre exercise 
in T2DM and CG  
LPS-stimulated blood 
culture: absolute TNF-α 
concentration ↓ at 1h 
post-exercise compared 
to pre and post exercise; 
when corrected for 
leukocyte number ↓ at 
1h compared to pre 
exercise and ↓ overall in 
T2DM compared to CG 

Falgiano, 
2018(48) 

Healthy, recreationally 
active participants – 
n=8 (6 ♂, 2 ♀) – 19 
(SEM 1) years 

/ - Single exercise 
bout with and 
without preceding 
curcumin 
supplementation 
(average washout 
period of 38 
days)(test with 
preceding 
supplementation is 
not considered in 
this review) 

Venous blood 
– pre, post, 1h 
and 4h after 
exercise 

Western blot of PBMC 
(TLR4, pAMPKα1, p-
HSF1, HSP70, pIκBα, 
IκBα, MyD88, pNF-κB 
p65, NF-κB p65, SIRT1) 

↓TLR4 1h after 
exercise with 
normalisation at 4h 
 

MyD88 protein: = 
pIκB/IκB and pNF-κB/NF-
κB ratio: pIκB/IκB =; ↑ 
pNF-κB/NF-κB at 1h after 
exercise 
p-HSF1 and HSP70: p-
HSF1 =; ↓HSP70 at 1h 
compared to 4h after 
exercise 
pAMPK and SIRT1: ↓5 
pAMPK and SIRT1 1h 
after exercise 
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- senior: n=8 – 45.6 
(SEM 1.6) years 

- Treadmill: 
incremental 
maximal test until 
exhaustion (71.84 
min for senior 
group, 72.02 min 
for young group) 

 Gene expression: no 
group differences or 
impact of exercise 
 

Durrer, 
2017(43) 

T2DM patients with 
HbA1c <8% – n=10 (5 
♂, 5 ♀) – 57.9 (SD 5.4) 
years 

Age-matched 
normoglycemic 
controls completing 
150-300 min of light-
moderate physical 
activity per week (self-
reported) – n=9 (4 ♂, 5 
♀) – 55.8 (SD 9.0) years 

- Single exercise 
bout of HIIT 
(patient & control 
group) 
- Cycling: 7 times 1 
min at 85% of 
maximal aerobic 
power output, 
separated by 1 min 
of recovery 

Venous blood 
– pre, post and 
1h after 
exercise  

MagPix (plasma TNF-α) 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Whole blood 
stimulation with LPS 
(4h) with MagPix assay 

TLR2 expression on 
classical and CD16+ 
monocytes: ↓ post 
and 1h after 
exercise 
TLR2 expression on 
CD16+ neutrophils: 
↑ in T2DM 
compared to CG; no 
effect of exercise 
TLR4 expression on 
classical monocytes: 
no effect of time or 
group 
TLR4 on CD16+ 
monocytes and 
neutrophils: ↑ in 
T2DM compared to 
CG; no effect of 
exercise 

Cell count: ↑ total 
leukocytes, classical 
monocytes and CD16+ 
monocytes post exercise 
with normalisation after 
1h; proportion CD16+ 
monocytes = 
Plasma TNF-α: ↓ at 1h 
compared to pre exercise 
in T2DM and CG  
LPS-stimulated blood 
culture: absolute TNF-α 
concentration ↓ at 1h 
post-exercise compared 
to pre and post exercise; 
when corrected for 
leukocyte number ↓ at 
1h compared to pre 
exercise and ↓ overall in 
T2DM compared to CG 

Falgiano, 
2018(48) 

Healthy, recreationally 
active participants – 
n=8 (6 ♂, 2 ♀) – 19 
(SEM 1) years 

/ - Single exercise 
bout with and 
without preceding 
curcumin 
supplementation 
(average washout 
period of 38 
days)(test with 
preceding 
supplementation is 
not considered in 
this review) 

Venous blood 
– pre, post, 1h 
and 4h after 
exercise 

Western blot of PBMC 
(TLR4, pAMPKα1, p-
HSF1, HSP70, pIκBα, 
IκBα, MyD88, pNF-κB 
p65, NF-κB p65, SIRT1) 

↓TLR4 1h after 
exercise with 
normalisation at 4h 
 

MyD88 protein: = 
pIκB/IκB and pNF-κB/NF-
κB ratio: pIκB/IκB =; ↑ 
pNF-κB/NF-κB at 1h after 
exercise 
p-HSF1 and HSP70: p-
HSF1 =; ↓HSP70 at 1h 
compared to 4h after 
exercise 
pAMPK and SIRT1: ↓5 
pAMPK and SIRT1 1h 
after exercise 
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- senior: n=8 – 45.6 
(SEM 1.6) years 

- Treadmill: 
incremental 
maximal test until 
exhaustion (71.84 
min for senior 
group, 72.02 min 
for young group) 

 Gene expression: no 
group differences or 
impact of exercise 
 

Durrer, 
2017(43) 

T2DM patients with 
HbA1c <8% – n=10 (5 
♂, 5 ♀) – 57.9 (SD 5.4) 
years 

Age-matched 
normoglycemic 
controls completing 
150-300 min of light-
moderate physical 
activity per week (self-
reported) – n=9 (4 ♂, 5 
♀) – 55.8 (SD 9.0) years 

- Single exercise 
bout of HIIT 
(patient & control 
group) 
- Cycling: 7 times 1 
min at 85% of 
maximal aerobic 
power output, 
separated by 1 min 
of recovery 

Venous blood 
– pre, post and 
1h after 
exercise  

MagPix (plasma TNF-α) 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Whole blood 
stimulation with LPS 
(4h) with MagPix assay 

TLR2 expression on 
classical and CD16+ 
monocytes: ↓ post 
and 1h after 
exercise 
TLR2 expression on 
CD16+ neutrophils: 
↑ in T2DM 
compared to CG; no 
effect of exercise 
TLR4 expression on 
classical monocytes: 
no effect of time or 
group 
TLR4 on CD16+ 
monocytes and 
neutrophils: ↑ in 
T2DM compared to 
CG; no effect of 
exercise 

Cell count: ↑ total 
leukocytes, classical 
monocytes and CD16+ 
monocytes post exercise 
with normalisation after 
1h; proportion CD16+ 
monocytes = 
Plasma TNF-α: ↓ at 1h 
compared to pre exercise 
in T2DM and CG  
LPS-stimulated blood 
culture: absolute TNF-α 
concentration ↓ at 1h 
post-exercise compared 
to pre and post exercise; 
when corrected for 
leukocyte number ↓ at 
1h compared to pre 
exercise and ↓ overall in 
T2DM compared to CG 

Falgiano, 
2018(48) 

Healthy, recreationally 
active participants – 
n=8 (6 ♂, 2 ♀) – 19 
(SEM 1) years 

/ - Single exercise 
bout with and 
without preceding 
curcumin 
supplementation 
(average washout 
period of 38 
days)(test with 
preceding 
supplementation is 
not considered in 
this review) 

Venous blood 
– pre, post, 1h 
and 4h after 
exercise 

Western blot of PBMC 
(TLR4, pAMPKα1, p-
HSF1, HSP70, pIκBα, 
IκBα, MyD88, pNF-κB 
p65, NF-κB p65, SIRT1) 

↓TLR4 1h after 
exercise with 
normalisation at 4h 
 

MyD88 protein: = 
pIκB/IκB and pNF-κB/NF-
κB ratio: pIκB/IκB =; ↑ 
pNF-κB/NF-κB at 1h after 
exercise 
p-HSF1 and HSP70: p-
HSF1 =; ↓HSP70 at 1h 
compared to 4h after 
exercise 
pAMPK and SIRT1: ↓5 
pAMPK and SIRT1 1h 
after exercise 
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 
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- senior: n=8 – 45.6 
(SEM 1.6) years 

- Treadmill: 
incremental 
maximal test until 
exhaustion (71.84 
min for senior 
group, 72.02 min 
for young group) 

 Gene expression: no 
group differences or 
impact of exercise 
 

Durrer, 
2017(43) 

T2DM patients with 
HbA1c <8% – n=10 (5 
♂, 5 ♀) – 57.9 (SD 5.4) 
years 

Age-matched 
normoglycemic 
controls completing 
150-300 min of light-
moderate physical 
activity per week (self-
reported) – n=9 (4 ♂, 5 
♀) – 55.8 (SD 9.0) years 

- Single exercise 
bout of HIIT 
(patient & control 
group) 
- Cycling: 7 times 1 
min at 85% of 
maximal aerobic 
power output, 
separated by 1 min 
of recovery 

Venous blood 
– pre, post and 
1h after 
exercise  

MagPix (plasma TNF-α) 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Whole blood 
stimulation with LPS 
(4h) with MagPix assay 

TLR2 expression on 
classical and CD16+ 
monocytes: ↓ post 
and 1h after 
exercise 
TLR2 expression on 
CD16+ neutrophils: 
↑ in T2DM 
compared to CG; no 
effect of exercise 
TLR4 expression on 
classical monocytes: 
no effect of time or 
group 
TLR4 on CD16+ 
monocytes and 
neutrophils: ↑ in 
T2DM compared to 
CG; no effect of 
exercise 

Cell count: ↑ total 
leukocytes, classical 
monocytes and CD16+ 
monocytes post exercise 
with normalisation after 
1h; proportion CD16+ 
monocytes = 
Plasma TNF-α: ↓ at 1h 
compared to pre exercise 
in T2DM and CG  
LPS-stimulated blood 
culture: absolute TNF-α 
concentration ↓ at 1h 
post-exercise compared 
to pre and post exercise; 
when corrected for 
leukocyte number ↓ at 
1h compared to pre 
exercise and ↓ overall in 
T2DM compared to CG 

Falgiano, 
2018(48) 

Healthy, recreationally 
active participants – 
n=8 (6 ♂, 2 ♀) – 19 
(SEM 1) years 

/ - Single exercise 
bout with and 
without preceding 
curcumin 
supplementation 
(average washout 
period of 38 
days)(test with 
preceding 
supplementation is 
not considered in 
this review) 

Venous blood 
– pre, post, 1h 
and 4h after 
exercise 

Western blot of PBMC 
(TLR4, pAMPKα1, p-
HSF1, HSP70, pIκBα, 
IκBα, MyD88, pNF-κB 
p65, NF-κB p65, SIRT1) 

↓TLR4 1h after 
exercise with 
normalisation at 4h 
 

MyD88 protein: = 
pIκB/IκB and pNF-κB/NF-
κB ratio: pIκB/IκB =; ↑ 
pNF-κB/NF-κB at 1h after 
exercise 
p-HSF1 and HSP70: p-
HSF1 =; ↓HSP70 at 1h 
compared to 4h after 
exercise 
pAMPK and SIRT1: ↓5 
pAMPK and SIRT1 1h 
after exercise 
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- Running: 60 min at 
65% VO2max in 
37°C and 25% RH 

Fuller, 2018(62) Healthy male 
participants – n=12 – 
23 (SEM 1) years 

/ - Consumption high-
fat meal (1000 kcal 
and 57% fat) with 
and without single 
exercise bout on 
preceding day 
(separated by 4-7 
days) 
- Cycling: 45 min at 
65% VO2peak 

Venous blood 
– pre, and 0.5, 
1, 2, 3 and 4h 
after the high-
fat meal 

Enzymatic assay 
(NEFA) 
Western blot of PBMC 
(4h after meal 
consumption)(TRL4, 
MyD88) 
 

TLR4: = (no impact 
of high-fat meal or 
exercise) 
 

Plasma NEFA: high-fat 
meal (with or without 
prior exercise) decreased 
plasma NEFA 
MyD88: no impact of 
high-fat meal or exercise 
 

Gleeson, 
2006(69) 

Endurance-trained 
male cyclists – n=11 – 
20 (SD 2) years) 

/  - Single exercise 
bout 
- Cycling: 2.5h at 
60% VO2max in 
20°C and 40% RH 

Venous blood 
– pre, post and 
1h after 
exercise 

Flow cytometry (TLR1, 
TLR2, TLR3, TLR4) 

TLR on CD14+ 
monocytes post: 
TLR1, TLR3, TLR4 =; 
↓ TLR2  
TLR on CD14+ 
monocytes 1h after: 
↓ TLR1, TLR2, TLR3, 
TLR4  

Core temperature: = 
 

Keech, 
2016(89) 

CFS patients with 1.2h 
(SD 1) of at least 
moderate intensity 
exercise per week – 
n=10 (4 ♂, 6 ♀) – 41.4 
(SD 8.4) years 

Matched healthy 
control participants 
with 1.7h (SD 1.4) of at 
least moderate 
intensity exercise per 
week – n=12 (4 ♂, 8 
♀)(one subject did not 
provide blood) – 34.1 
(10.2) years 

- Single exercise 
bout (patient & 
control group) 
- Cycling: 25 min at 
70% age-predicted 
MHR 

Venous blood 
– 24h pre, post 
and 1, 4, 24 
and 72h after 
exercise 

qPCR of PBMC (IL-1β, 
IL-6, IL-10, IFN-γ, CD14, 
TLR4 

TLR4 = Gene expression: no 
significant effect of 
exercise on any gene 

Lackermair, 
2017(92) 

Male volunteers with a 
history of ≥1 finished 
half marathon – n=42 
– 40.8 (SD 9) years 
(not considered in this 
review) 

Male volunteers with a 
history of ≥1 finished 
half marathon – n=58 
– 41 (SD 9.5) years 

- Regular training 
(54 km/week on 
average) for 4 
weeks, 
accompanied by 
nonalcoholic beer 
(1-1.5L/day)(not 
considered in this 
review) or placebo 
supplementation, 

Venous blood 
– at inclusion, 
in the week 
before the 
marathon 
(after 3 weeks 
of beverage 
consumption 
and training) 
and 1h, 24h 

Flow cytometry 
(leukocyte subsets) 
qPCR of PBMC (TLR7) 
 

↑TLR7 after 
training; ↓ TLR7 1h 
after marathon with 
↑ after 24h and ↓ 
after 72h 

mDC: = after training; ↑ 
after marathon, with 
partial normalisation 
after 24h and complete 
normalisation after 72h 
pDC: ↑ after training; ↓ 
after marathon with 
recovery after 24h 
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followed by a single 
exercise bout 
- CG: placebo 
supplementation, 
regular training and 
marathon race 
- Single exercise 
bout: marathon 
race (227 min on 
average) 

and 72h after 
finishing 

Lancaster, 
2005(96) 

Healthy moderate-to-
well endurance-
trained male subjects 
– n=11 – 25 (SEM 1) 
years 

/ - Single exercise 
bout 
- Cycling: 5 min at 
40% Wmax, 
followed by 1.5h at 
55% Wmax (~ 65% 
VO2max) in 34°C 
and 30% RH 

Venous blood 
– pre, post and 
2h after 
exercise 

Flow cytometry (CD14, 
TLR1, TLR2, TLR4, 
TLR9, HLA-DR, CD80, 
CD86, IL-6) 
Whole blood 
stimulation (6 or 24h) 
with zymosan (TLR2), 
LPS (TLR4) and 
poly(I:C) (TLR3) with 
flow cytometry 

Post exercise and 
after 2h: ↓ CD14+ 
monocyte TLR1, 
TLR2, TLR4; TLR9 = 
 

Unstimulated exercise 
samples: CD14+ monocyte 
CD86 ↓ and MHC II ↓  
6h stimulated exercise 
samples: upregulation 
CD14+ monocyte CD86 
and MHC II ↓ compared 
to resting samples 
24h stimulated exercise 
samples: upregulation 
CD14+ monocyte CD80 = 
between rest and 
exercise 
6h LPS-stimulated 
sample: CD14+ 
intracellular IL-6 
upregulation ↓ 
compared to resting 
samples 
6h zymosan-stimulated 
sample: CD14+ 
intracellular IL-6 
upregulation ↑ 
compared to resting 
samples 

Lansford, 
2016(99) 

Healthy, non-smoking 
recreationally active 
subjects: 
- male – n=16 – 24.5 
(SEM 0.8) year 

/ - Single exercise 
bout 
- Cycling: 60-70% 
VO2peak until 
reaching total 
energy expenditure 

Venous blood 
– pre and post 
exercise 

FACS 
qPCR (TLR2, TLR4, IL-
6R)(male subjects 
only) 
 

TLR2 expression: ↑ 
in CD62E+ PBMC at 
baseline; ↓ in 
CD62E+ cells after 
exercise 

Circulating angiogenic 
cells: ↓ CD14+/CD31+ 
cells after exercise (men 
only); no change 
CD34+/VEGFR2+ or 
CD3+/CD31+ cells 
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- Running: 60 min at 
65% VO2max in 
37°C and 25% RH 

Fuller, 2018(62) Healthy male 
participants – n=12 – 
23 (SEM 1) years 

/ - Consumption high-
fat meal (1000 kcal 
and 57% fat) with 
and without single 
exercise bout on 
preceding day 
(separated by 4-7 
days) 
- Cycling: 45 min at 
65% VO2peak 

Venous blood 
– pre, and 0.5, 
1, 2, 3 and 4h 
after the high-
fat meal 

Enzymatic assay 
(NEFA) 
Western blot of PBMC 
(4h after meal 
consumption)(TRL4, 
MyD88) 
 

TLR4: = (no impact 
of high-fat meal or 
exercise) 
 

Plasma NEFA: high-fat 
meal (with or without 
prior exercise) decreased 
plasma NEFA 
MyD88: no impact of 
high-fat meal or exercise 
 

Gleeson, 
2006(69) 

Endurance-trained 
male cyclists – n=11 – 
20 (SD 2) years) 

/  - Single exercise 
bout 
- Cycling: 2.5h at 
60% VO2max in 
20°C and 40% RH 

Venous blood 
– pre, post and 
1h after 
exercise 

Flow cytometry (TLR1, 
TLR2, TLR3, TLR4) 

TLR on CD14+ 
monocytes post: 
TLR1, TLR3, TLR4 =; 
↓ TLR2  
TLR on CD14+ 
monocytes 1h after: 
↓ TLR1, TLR2, TLR3, 
TLR4  

Core temperature: = 
 

Keech, 
2016(89) 

CFS patients with 1.2h 
(SD 1) of at least 
moderate intensity 
exercise per week – 
n=10 (4 ♂, 6 ♀) – 41.4 
(SD 8.4) years 

Matched healthy 
control participants 
with 1.7h (SD 1.4) of at 
least moderate 
intensity exercise per 
week – n=12 (4 ♂, 8 
♀)(one subject did not 
provide blood) – 34.1 
(10.2) years 

- Single exercise 
bout (patient & 
control group) 
- Cycling: 25 min at 
70% age-predicted 
MHR 

Venous blood 
– 24h pre, post 
and 1, 4, 24 
and 72h after 
exercise 

qPCR of PBMC (IL-1β, 
IL-6, IL-10, IFN-γ, CD14, 
TLR4 

TLR4 = Gene expression: no 
significant effect of 
exercise on any gene 

Lackermair, 
2017(92) 

Male volunteers with a 
history of ≥1 finished 
half marathon – n=42 
– 40.8 (SD 9) years 
(not considered in this 
review) 

Male volunteers with a 
history of ≥1 finished 
half marathon – n=58 
– 41 (SD 9.5) years 

- Regular training 
(54 km/week on 
average) for 4 
weeks, 
accompanied by 
nonalcoholic beer 
(1-1.5L/day)(not 
considered in this 
review) or placebo 
supplementation, 

Venous blood 
– at inclusion, 
in the week 
before the 
marathon 
(after 3 weeks 
of beverage 
consumption 
and training) 
and 1h, 24h 

Flow cytometry 
(leukocyte subsets) 
qPCR of PBMC (TLR7) 
 

↑TLR7 after 
training; ↓ TLR7 1h 
after marathon with 
↑ after 24h and ↓ 
after 72h 

mDC: = after training; ↑ 
after marathon, with 
partial normalisation 
after 24h and complete 
normalisation after 72h 
pDC: ↑ after training; ↓ 
after marathon with 
recovery after 24h 
 

)
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 
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followed by a single 
exercise bout 
- CG: placebo 
supplementation, 
regular training and 
marathon race 
- Single exercise 
bout: marathon 
race (227 min on 
average) 

and 72h after 
finishing 

Lancaster, 
2005(96) 

Healthy moderate-to-
well endurance-
trained male subjects 
– n=11 – 25 (SEM 1) 
years 

/ - Single exercise 
bout 
- Cycling: 5 min at 
40% Wmax, 
followed by 1.5h at 
55% Wmax (~ 65% 
VO2max) in 34°C 
and 30% RH 

Venous blood 
– pre, post and 
2h after 
exercise 

Flow cytometry (CD14, 
TLR1, TLR2, TLR4, 
TLR9, HLA-DR, CD80, 
CD86, IL-6) 
Whole blood 
stimulation (6 or 24h) 
with zymosan (TLR2), 
LPS (TLR4) and 
poly(I:C) (TLR3) with 
flow cytometry 

Post exercise and 
after 2h: ↓ CD14+ 
monocyte TLR1, 
TLR2, TLR4; TLR9 = 
 

Unstimulated exercise 
samples: CD14+ monocyte 
CD86 ↓ and MHC II ↓  
6h stimulated exercise 
samples: upregulation 
CD14+ monocyte CD86 
and MHC II ↓ compared 
to resting samples 
24h stimulated exercise 
samples: upregulation 
CD14+ monocyte CD80 = 
between rest and 
exercise 
6h LPS-stimulated 
sample: CD14+ 
intracellular IL-6 
upregulation ↓ 
compared to resting 
samples 
6h zymosan-stimulated 
sample: CD14+ 
intracellular IL-6 
upregulation ↑ 
compared to resting 
samples 

Lansford, 
2016(99) 

Healthy, non-smoking 
recreationally active 
subjects: 
- male – n=16 – 24.5 
(SEM 0.8) year 

/ - Single exercise 
bout 
- Cycling: 60-70% 
VO2peak until 
reaching total 
energy expenditure 

Venous blood 
– pre and post 
exercise 

FACS 
qPCR (TLR2, TLR4, IL-
6R)(male subjects 
only) 
 

TLR2 expression: ↑ 
in CD62E+ PBMC at 
baseline; ↓ in 
CD62E+ cells after 
exercise 

Circulating angiogenic 
cells: ↓ CD14+/CD31+ 
cells after exercise (men 
only); no change 
CD34+/VEGFR2+ or 
CD3+/CD31+ cells 
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- female – n=10 – 
22.40 (SEM 0.52) years 

of 2.5 MJ (43.6 min 
on average in men, 
62.7 min on 
average in female) 

TLR4 expression: ↓ 
in CD31+ PBMCs 
compared with 
CD34+ and CD62E+; 
no impact of 
exercise 
 

Microparticles: ↑ CD62E+ 
endothelial microparticles 
after exercise in men (↔ 
= in women); no change 
CD31+/CD42b- endothelial 
microparticles; lower 
baseline CD34+ 
microparticles in women 
with ↑ after exercise (↔ 
= in men) 
IL-6R expression: ↓ in 
CD31+ PBMCs compared 
with CD34+ and CD62E+; 
no impact of exercise 

Light, 
2009(106) 

CFS patients – n=19 (4 
♂, 15 ♀) – 42.2 (SE 2.7) 
years  

Control subjects – 
n=15 (5 ♂, 10 ♀) – 35.6 
(SE 3.0) years 

- Single exercise 
bout (patient & 
control group) 
- Combined arm-leg 
ergometer: 25 min 
at 70% age-
predicted MHR 

Venous blood 
– pre and 0.5, 
8, 24 and 48h 
after exercise 

qPCR (IL-6, IL-10, TLR4, 
TNF-α, CD14)) 

TLR4 mRNA: 
baseline =; ↑ AUC 
for all time points 
post-exercise in 
patient group (↔ 
CG =) 
Post-exercise 
fitness-matched 
subgroups: TLR4 
mRNA = 

BMI: higher in CFS 
patients 
Total leukocyte count: ↑ 
at 8h with normalisation 
after 24 and 48h, no 
group differences 
Baseline: IL-6, IL-10, TNF-
α, CD14 = between 
groups 
Post-exercise: non-
significant higher values 
for IL-6, TNF-α and CD14 
across all time points in 
the CFS group; 
significantly elevated AUC 
for all time points for IL-
10 

Millard, 
2013(121) 

Healthy volunteers 
accustomed to 
exercise – n=29 (19 ♂, 
10 ♀) – age range 25-
45 years 

/ - Single exercise 
bout 
- Stairclimbing: up 
and down 150 
stairsteps (duration 
on average 68.8 s) 

Venous blood 
– pre and post 
exercise 

Flow cytometry 
(TLR2)(n ≥5) 
Stimulation of NK cell 
culture with 
recombinant human 
IL-2, IL-12 or LTA and 
Pam3CSK4 
Stimulation of NK cell 
culture with IL-2/IL-12 
or LTA and Pam3CSK4 

TLR2 on CD56pos, 
CD56bright or 
CD56dim NK cells: = 
 

Cell count: ↑PBMC, NK 
cells after exercise; ↓ 
proportion of 
CD56bright/CD16neg/dim in 
total CD56pos/CD3neg NK 
population after exercise 
NK cell IFN-γ secretion, 
degranulation and 
cytotoxicity without 
exogenous stimulation: 
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with MACS cytokine 
secretion assay 
Stimulation of NK cell 
culture with IL-2 (48h) 
with ELISA (IFN-γ 
secretion) 
Stimulation of NK cell 
culture for 
degranulation with 
IL2/IL-12 (overnight) 
with flow cytometry  
51Cr-release assay of 
freshly isolated or IL-2 
activated NK cells 
(n=5) 

slight ↓ degranulating NK 
cells after exercise, no 
other effects  
Cytokine stimulated NK 
cells: IL-2 stimulation at 
pre-exercise ↑IFN-γ after 
4h and 24h (↔ = after 
exercise); intracellular 
IFN-γ production similar 
before and after exercise; 
↓ degranulation after 
exercise; after 5 days of 
IL-2 stimulation ↓ 
cytotoxicity of post-
exercise NK cells 
TLR2-stimulated NK cells 
(similar TLR2 expression 
of the samples): ↓ 
frequency IFN-γ-secreting 
cells after exercise 

Neubauer, 
2013(128) 

Healthy male 
endurance athletes –
n=8 – 25.0 (SD 4.1) 
years 

/ - Training program 
(6 weeks of 
endurance exercise, 
including cycle to 
run transition 
training) followed 
by a single exercise 
bout 
- Single exercise 
bout: 60 min 
intense cycling at 
105% of power 
output attained at 
gas exchange 
threshold, followed 
by 60 min of 
intense running at 
10-km time trial 
pace 

Venous blood 
– 1 week 
before and 3, 
48 and 96h 
after the 
exercise bout 
(prior 48h 
abstinence 
from exercise) 

ELISA (HSP70, IL-1β, IL-
1ra, IL-6, IL-10) 
Microarray gene 
expression analysis 
qPCR (IL-1R1, IL-1ra, 
IRAK3, TLR4) 

↑ TLR4 at 3h with 
normalisation after 
48h 

Cell count: ↑ total 
leukocytes and 
neutrophils at 3h with 
normalisation after 48h 
Plasma HSP70: = 
Plasma cytokines: ↑ IL-
1ra, IL-6, IL-10 at 3h; IL-1β 
=; all values normalised at 
48h 
Microarray analysis: ↑ 
KEGG TLR signalling 
pathway at 3h, with 
normalisation after 48h 
qPCR: ↑IL-1R1, IL-1ra, 
IRAK3 at 3h with 
normalisation after 48h 
 

Nickel, 
2012(129) 

See “Nickel et al. 2011“ in Supplementary Table 
5 

- Single exercise 
bout 

Venous blood 
– 2-5 days pre 

ELISA (serum IL-6, IL-
10, TNF-α) 

TLR2 mRNA and 
protein: = (no 

Myeloid DCs: baseline =; 
↑ post marathon with 
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- female – n=10 – 
22.40 (SEM 0.52) years 

of 2.5 MJ (43.6 min 
on average in men, 
62.7 min on 
average in female) 

TLR4 expression: ↓ 
in CD31+ PBMCs 
compared with 
CD34+ and CD62E+; 
no impact of 
exercise 
 

Microparticles: ↑ CD62E+ 
endothelial microparticles 
after exercise in men (↔ 
= in women); no change 
CD31+/CD42b- endothelial 
microparticles; lower 
baseline CD34+ 
microparticles in women 
with ↑ after exercise (↔ 
= in men) 
IL-6R expression: ↓ in 
CD31+ PBMCs compared 
with CD34+ and CD62E+; 
no impact of exercise 

Light, 
2009(106) 

CFS patients – n=19 (4 
♂, 15 ♀) – 42.2 (SE 2.7) 
years  

Control subjects – 
n=15 (5 ♂, 10 ♀) – 35.6 
(SE 3.0) years 

- Single exercise 
bout (patient & 
control group) 
- Combined arm-leg 
ergometer: 25 min 
at 70% age-
predicted MHR 

Venous blood 
– pre and 0.5, 
8, 24 and 48h 
after exercise 

qPCR (IL-6, IL-10, TLR4, 
TNF-α, CD14)) 

TLR4 mRNA: 
baseline =; ↑ AUC 
for all time points 
post-exercise in 
patient group (↔ 
CG =) 
Post-exercise 
fitness-matched 
subgroups: TLR4 
mRNA = 

BMI: higher in CFS 
patients 
Total leukocyte count: ↑ 
at 8h with normalisation 
after 24 and 48h, no 
group differences 
Baseline: IL-6, IL-10, TNF-
α, CD14 = between 
groups 
Post-exercise: non-
significant higher values 
for IL-6, TNF-α and CD14 
across all time points in 
the CFS group; 
significantly elevated AUC 
for all time points for IL-
10 

Millard, 
2013(121) 

Healthy volunteers 
accustomed to 
exercise – n=29 (19 ♂, 
10 ♀) – age range 25-
45 years 

/ - Single exercise 
bout 
- Stairclimbing: up 
and down 150 
stairsteps (duration 
on average 68.8 s) 

Venous blood 
– pre and post 
exercise 

Flow cytometry 
(TLR2)(n ≥5) 
Stimulation of NK cell 
culture with 
recombinant human 
IL-2, IL-12 or LTA and 
Pam3CSK4 
Stimulation of NK cell 
culture with IL-2/IL-12 
or LTA and Pam3CSK4 

TLR2 on CD56pos, 
CD56bright or 
CD56dim NK cells: = 
 

Cell count: ↑PBMC, NK 
cells after exercise; ↓ 
proportion of 
CD56bright/CD16neg/dim in 
total CD56pos/CD3neg NK 
population after exercise 
NK cell IFN-γ secretion, 
degranulation and 
cytotoxicity without 
exogenous stimulation: 

45 
 

- female – n=10 – 
22.40 (SEM 0.52) years 

of 2.5 MJ (43.6 min 
on average in men, 
62.7 min on 
average in female) 

TLR4 expression: ↓ 
in CD31+ PBMCs 
compared with 
CD34+ and CD62E+; 
no impact of 
exercise 
 

Microparticles: ↑ CD62E+ 
endothelial microparticles 
after exercise in men (↔ 
= in women); no change 
CD31+/CD42b- endothelial 
microparticles; lower 
baseline CD34+ 
microparticles in women 
with ↑ after exercise (↔ 
= in men) 
IL-6R expression: ↓ in 
CD31+ PBMCs compared 
with CD34+ and CD62E+; 
no impact of exercise 

Light, 
2009(106) 

CFS patients – n=19 (4 
♂, 15 ♀) – 42.2 (SE 2.7) 
years  

Control subjects – 
n=15 (5 ♂, 10 ♀) – 35.6 
(SE 3.0) years 

- Single exercise 
bout (patient & 
control group) 
- Combined arm-leg 
ergometer: 25 min 
at 70% age-
predicted MHR 

Venous blood 
– pre and 0.5, 
8, 24 and 48h 
after exercise 

qPCR (IL-6, IL-10, TLR4, 
TNF-α, CD14)) 

TLR4 mRNA: 
baseline =; ↑ AUC 
for all time points 
post-exercise in 
patient group (↔ 
CG =) 
Post-exercise 
fitness-matched 
subgroups: TLR4 
mRNA = 

BMI: higher in CFS 
patients 
Total leukocyte count: ↑ 
at 8h with normalisation 
after 24 and 48h, no 
group differences 
Baseline: IL-6, IL-10, TNF-
α, CD14 = between 
groups 
Post-exercise: non-
significant higher values 
for IL-6, TNF-α and CD14 
across all time points in 
the CFS group; 
significantly elevated AUC 
for all time points for IL-
10 

Millard, 
2013(121) 

Healthy volunteers 
accustomed to 
exercise – n=29 (19 ♂, 
10 ♀) – age range 25-
45 years 

/ - Single exercise 
bout 
- Stairclimbing: up 
and down 150 
stairsteps (duration 
on average 68.8 s) 

Venous blood 
– pre and post 
exercise 

Flow cytometry 
(TLR2)(n ≥5) 
Stimulation of NK cell 
culture with 
recombinant human 
IL-2, IL-12 or LTA and 
Pam3CSK4 
Stimulation of NK cell 
culture with IL-2/IL-12 
or LTA and Pam3CSK4 

TLR2 on CD56pos, 
CD56bright or 
CD56dim NK cells: = 
 

Cell count: ↑PBMC, NK 
cells after exercise; ↓ 
proportion of 
CD56bright/CD16neg/dim in 
total CD56pos/CD3neg NK 
population after exercise 
NK cell IFN-γ secretion, 
degranulation and 
cytotoxicity without 
exogenous stimulation: 
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 

46 
 

with MACS cytokine 
secretion assay 
Stimulation of NK cell 
culture with IL-2 (48h) 
with ELISA (IFN-γ 
secretion) 
Stimulation of NK cell 
culture for 
degranulation with 
IL2/IL-12 (overnight) 
with flow cytometry  
51Cr-release assay of 
freshly isolated or IL-2 
activated NK cells 
(n=5) 

slight ↓ degranulating NK 
cells after exercise, no 
other effects  
Cytokine stimulated NK 
cells: IL-2 stimulation at 
pre-exercise ↑IFN-γ after 
4h and 24h (↔ = after 
exercise); intracellular 
IFN-γ production similar 
before and after exercise; 
↓ degranulation after 
exercise; after 5 days of 
IL-2 stimulation ↓ 
cytotoxicity of post-
exercise NK cells 
TLR2-stimulated NK cells 
(similar TLR2 expression 
of the samples): ↓ 
frequency IFN-γ-secreting 
cells after exercise 

Neubauer, 
2013(128) 

Healthy male 
endurance athletes –
n=8 – 25.0 (SD 4.1) 
years 

/ - Training program 
(6 weeks of 
endurance exercise, 
including cycle to 
run transition 
training) followed 
by a single exercise 
bout 
- Single exercise 
bout: 60 min 
intense cycling at 
105% of power 
output attained at 
gas exchange 
threshold, followed 
by 60 min of 
intense running at 
10-km time trial 
pace 

Venous blood 
– 1 week 
before and 3, 
48 and 96h 
after the 
exercise bout 
(prior 48h 
abstinence 
from exercise) 

ELISA (HSP70, IL-1β, IL-
1ra, IL-6, IL-10) 
Microarray gene 
expression analysis 
qPCR (IL-1R1, IL-1ra, 
IRAK3, TLR4) 

↑ TLR4 at 3h with 
normalisation after 
48h 

Cell count: ↑ total 
leukocytes and 
neutrophils at 3h with 
normalisation after 48h 
Plasma HSP70: = 
Plasma cytokines: ↑ IL-
1ra, IL-6, IL-10 at 3h; IL-1β 
=; all values normalised at 
48h 
Microarray analysis: ↑ 
KEGG TLR signalling 
pathway at 3h, with 
normalisation after 48h 
qPCR: ↑IL-1R1, IL-1ra, 
IRAK3 at 3h with 
normalisation after 48h 
 

Nickel, 
2012(129) 

See “Nickel et al. 2011“ in Supplementary Table 
5 

- Single exercise 
bout 

Venous blood 
– 2-5 days pre 

ELISA (serum IL-6, IL-
10, TNF-α) 

TLR2 mRNA and 
protein: = (no 

Myeloid DCs: baseline =; 
↑ post marathon with 
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- Running : 
marathon race (263 
min obese non-elite 
(ONE), 235 min lean 
non-elite (LNE), 217 
min elite (LE)) 

(no exercise in 
preceding 2 
days), post 
and 24h after 
marathon 

Flow cytometry 
qPCR of PBMC (TLR2, 
TLR4, TLR7) 
Western blot of PBMC 
(TLR2, TLR4, TLR7) 

differences 
between groups or 
after exercise) 
TLR4 mRNA and 
protein: ↓ mRNA 
post marathon in 
LNE; ↑ mRNA 24h 
after marathon 
compared to 
baseline in all 
groups; protein = 
TLR7 mRNA and 
protein: ↓ mRNA 
post marathon in all 
groups; ↑ mRNA 
24h after marathon 
compared to 
baseline in all 
groups; protein ↓ 
24h after marathon 
in all groups 

normalisation after 24h, 
except for ONE with 
persistent increase 
Plasmacytoid DCs: 
baseline =; ↓ post 
marathon with 
normalisation after 24h, 
except for LNE with24h 
values lower than 
baseline 
Serum IL-6: ↓ in LE at 
baseline; ↑ post and 24h 
after marathon in all 
groups 
Serum TNF-α: baseline =; 
↑24h after marathon in 
all groups 
Serum IL-10: ↓ in ONE at 
baseline; ↑ post 
marathon with 
normalisation after 24h in 
all groups 

Oliveira, 
2010(136) 

Healthy endurance-
trained men – n=9 – 
25 (SD 5) years 

Healthy endurance-
trained men – n=6 – 
25 (SD 2) years 

- Three exercise 
bouts (2 preliminary 
and 1 main trial 
separated by ≥ 1 
week) 
- CG: remain seated 
during trials 
- Cycling: 1.5h at 
75% VO2peak 

Venous blood 
– pre, post and 
1,4 and 24h 
after exercise 
(CG: pre and 
after 1.5 and 
2.5h) 

Flow cytometry (TLR2, 
TLR4, CD14) 

Monocyte TLR2: = 
Monocyte TLR4: ↓ 
post and 1h after 
with normalisation 
after 4h (↔ CG =) 

Leukocyte count: ↑ total 
leukocyte and monocyte 
count post, 1h and 4h 
post-exercise with 
normalisation after 24h 
  

Perandini, 
2016(141) 

Physically inactive (≥6 
months physical 
inactivity) women with 
SLE: 
- patients with active 
SLE (SLEactive) – n=4 – 
32.5 (SD 3.4) years 
- patients with inactive 
SLE (SLEinactive) – n=4 – 
34.5 (SD 3.4) years 

Age- and BMI-matched 
healthy control 
women – n=4 – 29.3 
(SD 4.8) years 

- Single exercise 
bout (patient & 
control group) 
- Treadmill: 5 min 
warm-up, followed 
by 30 min at 
predetermined 
intensity (50% of 
difference between 
ventilator anaerobic 

Venous blood 
– pre, post and 
3h after 
exercise 

qPCR array of 
leukocytes 

Healthy control: 
↓TLR3, TLR7 post 
exercise with 
normalisation at 3h; 
↑ TLR1, TLR8 at 3h 
after exercise 
SLEactive: ↓ TLR3, 
TLR6 post exercise 
with normalisation 
at 3h after exercise; 

Healthy control: ↓ 
MyD88, IRF3, TNF, IL-1α, 
IL-2,IL-4, IL-6, IL-10, IL-
17A, IL-18 and CD80 post 
exercise with 
normalisation after 
recovery; ↓ IL-23A, IL-5 
and IL-13 post exercise 
with increased expression 
at recovery; no change 

48 
 

threshold and 
respiratory 
compensation 
point) 

↑ TLR7, TLR9 at 3h; 
↓ TLR4, TLR8 at 3h 
after exercise 
SLEinactive: ↑ TLR3 at 
3h after exercise 

post exercise but ↑ 
expression at recovery of 
CD14, IL-1β, IL-1R1 and 
MAPK8 
SLEactive: ↓ IL-5, IL-17A 
and IL-18 post exercise 
with normalisation after 
recovery; ↑ CD14 and 
IRF7 post exercise with 
normalisation after 
recovery; ↓ IL-1α, IL2, IL-
4, IL-6, IL-10, IL-13 and 
IFN-γ post exercise with 
↑ expression after 
recovery 
SLEinactive: ↓ IFN-γ, IL-2, IL-
5, IL-10, IL-13, IL-17A and 
IL-18 post exercise with 
normalisation after 
recovery; ↓ CD80, IL-4 
and IL-6 post exercise 
with ↑ expression after 
recovery; ↑ IRF7 post 
exercise and after 
recovery; no change at 
baseline but ↑ MAPK8 at 
3h after exercise  

Radom-Aizik, 
2014(146) 

Healthy young men 
(no elite athletes or 
subjects with vigorous 
participation in 
competitive sports) – 
n=12 – 26 (SE 0.6) 
years 

/ - Single 
(intermittent) 
exercise bout 
- Cycling: ten 2-min. 
bouts at 82% 
VO2max, with 1-min 
rest interval 
between each bout 

Venous blood 
– pre and post 
exercise  

Flow cytometry (CD14, 
CD16) 
Gene expression 
microarray of 
monocytes 
qPCR (TNF, HSPA1A, 
HSPA8, TLR4) 

↓ TLR4 Cell count: ↑ classical 
and non-classical 
monocyte number post 
exercise; ↑ proportion 
non-classical monocytes 
post exercise 
Gene expression 
microarray: alteration of 
MAPK signalling pathway 
after exercise 
qPCR: ↑ HSPA1A, HSPA8 
post exercise; ↓TNF post 
exercise 
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 
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Simpson, 
2009(170) 

Moderately trained 
male subjects – n=15 – 
26.4 (SD 6.7) years 

/ - Single exercise 
bout 
- Treadmill: 45 min 
at 75% VO2max 

Venous blood 
– pre, post and 
1h after 
exercise 

Flow cytometry (CD14, 
CD16, TLR2, TLR4, HLA-
DR) 

Post exercise: CD14+ 
monocyte TLR2 = ; 
CD14+/CD16+ 
monocyte TLR2 ↓ 
(~ CD14++/CD16+ 
monocytes); 
monocyte TLR4 = 
After 1h: monocyte 
TLR2 = (compared 
to baseline; CD14+ 
monocyte TLR4 ↓ 
(~ CD14+/CD16- 
monocytes); 
CD14+/CD16+ 
monocyte TLR4 ↑(~ 
CD14+/CD16++ 
monocytes) 

Difference TLR2, TLR4 and 
HLA-DR expression 
between subsets not 
affected by exercise 
Post exercise: ↑ 
proportion CD14+/CD16+ 
within CD14+ monocyte 
population  
After 1h: ↑ proportion 
CD14+/CD16+ monocytes 
within CD14+ monocyte 
After 1h: CD14+ monocyte 
HLA-DR ↓ (~ 
CD14+/CD16- and 
CD14++/CD16+ 
monocytes) 

Slusher, 
2018(173) 

Healthy male 
participants – 24.2 (SD 
4.0) years: 
- aerobically 
trained(≥150 min of 
moderate-to-vigorous 
aerobic 
exercise/week) – n=12 
- aerobically untrained 
(<150 min of any 
moderate-to-vigorous 
physical activity/week 
– n=13 

/ - Single exercise 
bout 
- Treadmill: 
maximal oxygen 
consumption until 
voluntary 
exhaustion (798.24 
s on average) 

Venous blood 
– pre and post 
exercise 

Flow cytometry (CD14, 
CD16, TLR4) 
PBMC stimulation with 
LPS (24h) with ELISA 

Monocyte TLR4: ↓ 
on total monocyte 
population, classical 
and intermediate 
monocytes 

Cell count: proportion 
monocytes of PBMC = 
Monocyte 
subpopulations: ↓ 
classical monocytes; ↑ 
intermediate and non-
classical monocytes 
CD14 expression: ↓ on 
total monocytes and all 
subpopulations 
CD16 expression: ↑ on 
intermediate monocytes 
(but still lower than non-
classical monocytes) 
LPS-stimulated cytokines: 
↓IL-6 and IL-10 
production; ↑ IL-6/IL-10 
ratio; ↑ TNF-α 

Sureda, 
2014(181) 

Professional male 
divers – n=9 – 33.9 (SE 
3.8) years 

/ - Single exercise 
bout 
- Immersion to a 
depth of 50 m for a 
total time of 35 
min, participants 

Venous blood 
– pre and 0.5 
and 3h after 
exercise 

qPCR of neutrophils 
(TLR2, TLR4, NF-κB, 
TNF-α, IL-1B IL-6, IL-8, 
IL-10, HSP72, 
lipoxygenase and 
myeloperoxidase) 

TLR2 =; ↑ TLR4 0.5h 
after exercise with 
further increase at 
3h 

Cell count: ↑ neutrophils 
after 3h compared to 
baseline and 0.5h after 
exercise 
MDA: = 

50 
 

continuously swam 
while at depth 

Colorimetric assay 
(MDA) 

NF-κB: ↑ NF-κB 0.5h after 
exercise with further 
increase after recovery 
TNF-α: = 
IL-1B, IL-6, IL-8 and IL-10: 
↑ IL-6 0.5h after exercise 
with further increase 
after recovery; ↑ IL-1B, 
IL-8 and IL-10 after 3h 
HSP72: ↑ after 3h 
Myeloperoxidase and 
lipoxygenase: 
myeloperoxidase =; ↑ 
lipoxygenase after 3h 

Ulven, 
2015(189) 

Healthy non-smoking 
men – n=10 – median 
25 years (range 22-28)  

/ - Two test days 
separated by 1 
week 
(data are calculated 
as average of the 2 
test days) 
- Cycling: 1h at 70% 
VO2max 

Venous blood 
– pre and post 
exercise 

ELISA (TNF-α, IL-6, IL-
10) 
qPCR of PBMC (IL-1β, 
IL-8, IL-18, TNF-α, IFN-
γ, TLR2, TLR4, TLR6) 

↓TLR2; TLR4, TLR6 
= 

Serum cytokines: ↑ TNF-
α, IL-6, IL-10 
Cytokine mRNA: ↑ IL-1β, 
IL-8; TNF-α, IFN-γ, IL-18 = 
 

VanHaitsma, 
2016(194) 

Trained cyclists – n=20 
(10 ♂, 10 ♀) – 36.1 (SD 
9.7) years 

/ - Single exercise 
bout under two 
different 
conditions, 
separated by ≥ 1 
week and 
performed at 
random order 
- Cycling: 40 km at 
race effort at 
temperate (21°C 
and 20% RH)(75.2 
min) and hot (35°C 
and 25% RH)(79.0 
min) conditions 

Venous blood 
– pre and 0.5, 
8, 24 and 48 
after exercise 

qPCR of whole cell 
layer (IL-6, IL-10, TLR4) 

↓ TLR4 at 0.5 and 
8h after exercise in 
both conditions, 
levels remained 
decreased at 24h 
and 48h after hot 
conditions, but 
returned to baseline 
after temperate 
conditions 

IL-10 mRNA: ↑ at 0.5 and 
8h in both groups 
IL-6 mRNA: only group 
effect with higher IL-6 
levels for exercise in hot 
conditions across all time 
points 
 

White, 
2012(201) 

- CFS patients – n=22 
(3 ♂, 19 ♀) – 40.8 (SE 
2.0) years 

Healthy controls – n=4 
(4 ♂, 19 ♀) – 38.7 (SE 
2.4) years 

- Single exercise 
bout (patient & 
control group) 

Venous blood 
– pre and 0.5, 
8, 24 and 48 
after exercise 

qPCR of leukocytes 
(CD14, TLR4, IL-6, IL-
10, lymphotoxin-α) 

TLR4 mRNA: 
baseline =; ↑ 0.5h 
after exercise in 
control; ↓ 0.5h, 8h 

CD14 mRNA: baseline =; 
↑ 0.5h after exercise in 
all groups; ↑8h after 
exercise in CFS and 
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continuously swam 
while at depth 

Colorimetric assay 
(MDA) 

NF-κB: ↑ NF-κB 0.5h after 
exercise with further 
increase after recovery 
TNF-α: = 
IL-1B, IL-6, IL-8 and IL-10: 
↑ IL-6 0.5h after exercise 
with further increase 
after recovery; ↑ IL-1B, 
IL-8 and IL-10 after 3h 
HSP72: ↑ after 3h 
Myeloperoxidase and 
lipoxygenase: 
myeloperoxidase =; ↑ 
lipoxygenase after 3h 

Ulven, 
2015(189) 

Healthy non-smoking 
men – n=10 – median 
25 years (range 22-28)  

/ - Two test days 
separated by 1 
week 
(data are calculated 
as average of the 2 
test days) 
- Cycling: 1h at 70% 
VO2max 

Venous blood 
– pre and post 
exercise 

ELISA (TNF-α, IL-6, IL-
10) 
qPCR of PBMC (IL-1β, 
IL-8, IL-18, TNF-α, IFN-
γ, TLR2, TLR4, TLR6) 

↓TLR2; TLR4, TLR6 
= 

Serum cytokines: ↑ TNF-
α, IL-6, IL-10 
Cytokine mRNA: ↑ IL-1β, 
IL-8; TNF-α, IFN-γ, IL-18 = 
 

VanHaitsma, 
2016(194) 

Trained cyclists – n=20 
(10 ♂, 10 ♀) – 36.1 (SD 
9.7) years 

/ - Single exercise 
bout under two 
different 
conditions, 
separated by ≥ 1 
week and 
performed at 
random order 
- Cycling: 40 km at 
race effort at 
temperate (21°C 
and 20% RH)(75.2 
min) and hot (35°C 
and 25% RH)(79.0 
min) conditions 

Venous blood 
– pre and 0.5, 
8, 24 and 48 
after exercise 

qPCR of whole cell 
layer (IL-6, IL-10, TLR4) 

↓ TLR4 at 0.5 and 
8h after exercise in 
both conditions, 
levels remained 
decreased at 24h 
and 48h after hot 
conditions, but 
returned to baseline 
after temperate 
conditions 

IL-10 mRNA: ↑ at 0.5 and 
8h in both groups 
IL-6 mRNA: only group 
effect with higher IL-6 
levels for exercise in hot 
conditions across all time 
points 
 

White, 
2012(201) 

- CFS patients – n=22 
(3 ♂, 19 ♀) – 40.8 (SE 
2.0) years 

Healthy controls – n=4 
(4 ♂, 19 ♀) – 38.7 (SE 
2.4) years 

- Single exercise 
bout (patient & 
control group) 

Venous blood 
– pre and 0.5, 
8, 24 and 48 
after exercise 

qPCR of leukocytes 
(CD14, TLR4, IL-6, IL-
10, lymphotoxin-α) 

TLR4 mRNA: 
baseline =; ↑ 0.5h 
after exercise in 
control; ↓ 0.5h, 8h 

CD14 mRNA: baseline =; 
↑ 0.5h after exercise in 
all groups; ↑8h after 
exercise in CFS and 
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Supplementary Table 3 | Summary of the characteristics of the articles investigating the effects of acute aerobic exercise.  1043 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bergman, 
2016(12) 

- Obese sedentary 
(<2h physical 
activity/week) 
individuals – n=14 (9 
♂, 5 ♀) – 39.7 (1.6) 
years 
- T2DM – n=15 (11 ♂, 
4 ♀) – 42.5 (1.1) years 
- Endurance-trained 
athletes (average 
training 12.3h/week) – 
n=15 (11 ♂, 4 ♀) – 41.3 
(0.86) years 

/ - Single exercise 
bout 
- Cycling: 1.5h at 
50% VO2max 

Venous blood 
– pre, during 
last 30 min of 
exercise and 
during last 30 
min of 
recovery 
Muscle biopsy 
quadriceps 
femoris – pre, 
post and 2h 
after exercise 

NEFA kit (NEFA) 
Western blot of 
muscle tissue (TLR4, 
JNK, MAP4K4, ERK1/2, 
Akt) 

TLR4 = (no 
differences 
between groups or 
after exercise) 

Serum TNF-α: ↑ after 
exercise with 
normalisation after 
recovery 
Baseline serum NEFAs: 
total concentration = 
between groups; palmitic 
acid and stearic acid ↑ in 
T2DM than athletes or 
obese; arachidic acid ↑ in 
T2DM compared to 
obese; eicosapentaenoic 
acid ↑ in obese than 
T2DM or athletes; erucic 
acid ↑ in athletes than in 
obese or T2DM 
Serum NEFAs after 
exercise: ↑ after exercise 
with further increase 
during recovery in all 
groups 
JNKThr138/185 

phosphorylation/total 
JNK: ↓ in athletes 
compared to T2DM and 
obese at baseline; ↑ 
after exercise in all 
groups with 
normalisation after 
recovery 
MAP4K4, ERK1/2 
phosphorylation/total 
ERK1/2: no differences 
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- RRMS patients with 
self-reported fatigue 
and definite MS – 
n=20 (2 ♂, 18 ♀) – 41.5 
(SE 2.0) years 

- Schwinn Air-Dyne 
ergometer: 30 min 
at 70% age-
predicted MHR 

and 48h after 
exercise in MS; = 
after exercise in CFS 
 

control group; ↑24h 
after exercise in CFS 
group only; at 24h 
normalisation in all 
groups 
IL-6 mRNA: baseline =; ↓ 
0.5h after exercise and ↑ 
48h after exercise in MS 
IL-10 mRNA: ↓ 0.5h after 
exercise in control and 
MS group; ↑ 8h after 
exercise in control and 
MS group; ↑ 48h after 
exercise in CFS group 
Lymphotoxin-α mRNA: ↓ 
0.5h after exercise in 
control group 

Age is given as mean unless otherwise stated. Abbreviations: AMPK, 5’-AMP-actived protein kinase; AUC, area under the curve; CD, cluster of differentiation; CFS, chronic fatigue syndrome; 
CG, control group; DC, dendritic cell; ELISA, enzyme-linked immunosorbent assay; ERK, extracellular signal-regulated protein kinase; FACS, fluorescence-activated cell sorting; GMCSF, 
granulocyte macrophage colony-stimulating factor; h, hour; HIIT, high-intensity interval training; HR, heart rate; HLA-DR, human leukocyte antigen – DR isotype; HSF, heat shock factor; HSP, 
heat shock protein; IFN, interferon; IL, interleukine; IRAK, IL-1R-associated kinase; IRF, interferon regulatory transcription factor; JNK, c-Jun N-terminal kinase; KEGG, Kyoto Encyclopedia of 
Genes and Genomes; LOX, lipoxygenase; LPS, lipopolysaccharide; LTA, lipoteichoic acid; MAPK, mitogen-activated protein kinase; MAP4K4, mitogen-activated protein kinase kinase kinase 
kinase 4; MDA, malondialdehyde; MCP, monocyte chemotactic protein; mDC, myeloid dendritic cell; MHC, major histocompatibility complex; MHR, maximal heart rate; min, minute; MIP, 
macrophage inflammatory protein; mRNA, messenger RNA; MS, multiple sclerosis; MyD88, myeloid differentiation primary response gene 88; NEFA, non-esterified fatty acid; NF-κB, nuclear 
factor kappa B; NK, natural killer; PBMC, peripheral blood mononuclear cells; pDC, plasmacytoid dendritic cell; poly(I:C), polyinosinic:polycytidylic acid; qPCR, quantitative polymerase chain 
reaction; ra, receptor antagonist; RH, relative humidity; RRMS, relapsing-remitting multiple sclerosis; SD, standard deviation; SE, standard error; SEM, standard error of the mean; SIRT, sirtuin; 
SLE, systemic lupus erythematosus; T2DM, type 2 diabetes mellitus; TNF, tumor necrosis factor; TLR, toll-like receptor; W, power output.  
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continuously swam 
while at depth 

Colorimetric assay 
(MDA) 

NF-κB: ↑ NF-κB 0.5h after 
exercise with further 
increase after recovery 
TNF-α: = 
IL-1B, IL-6, IL-8 and IL-10: 
↑ IL-6 0.5h after exercise 
with further increase 
after recovery; ↑ IL-1B, 
IL-8 and IL-10 after 3h 
HSP72: ↑ after 3h 
Myeloperoxidase and 
lipoxygenase: 
myeloperoxidase =; ↑ 
lipoxygenase after 3h 

Ulven, 
2015(189) 

Healthy non-smoking 
men – n=10 – median 
25 years (range 22-28)  

/ - Two test days 
separated by 1 
week 
(data are calculated 
as average of the 2 
test days) 
- Cycling: 1h at 70% 
VO2max 

Venous blood 
– pre and post 
exercise 

ELISA (TNF-α, IL-6, IL-
10) 
qPCR of PBMC (IL-1β, 
IL-8, IL-18, TNF-α, IFN-
γ, TLR2, TLR4, TLR6) 

↓TLR2; TLR4, TLR6 
= 

Serum cytokines: ↑ TNF-
α, IL-6, IL-10 
Cytokine mRNA: ↑ IL-1β, 
IL-8; TNF-α, IFN-γ, IL-18 = 
 

VanHaitsma, 
2016(194) 

Trained cyclists – n=20 
(10 ♂, 10 ♀) – 36.1 (SD 
9.7) years 

/ - Single exercise 
bout under two 
different 
conditions, 
separated by ≥ 1 
week and 
performed at 
random order 
- Cycling: 40 km at 
race effort at 
temperate (21°C 
and 20% RH)(75.2 
min) and hot (35°C 
and 25% RH)(79.0 
min) conditions 

Venous blood 
– pre and 0.5, 
8, 24 and 48 
after exercise 

qPCR of whole cell 
layer (IL-6, IL-10, TLR4) 

↓ TLR4 at 0.5 and 
8h after exercise in 
both conditions, 
levels remained 
decreased at 24h 
and 48h after hot 
conditions, but 
returned to baseline 
after temperate 
conditions 

IL-10 mRNA: ↑ at 0.5 and 
8h in both groups 
IL-6 mRNA: only group 
effect with higher IL-6 
levels for exercise in hot 
conditions across all time 
points 
 

White, 
2012(201) 

- CFS patients – n=22 
(3 ♂, 19 ♀) – 40.8 (SE 
2.0) years 

Healthy controls – n=4 
(4 ♂, 19 ♀) – 38.7 (SE 
2.4) years 

- Single exercise 
bout (patient & 
control group) 

Venous blood 
– pre and 0.5, 
8, 24 and 48 
after exercise 

qPCR of leukocytes 
(CD14, TLR4, IL-6, IL-
10, lymphotoxin-α) 

TLR4 mRNA: 
baseline =; ↑ 0.5h 
after exercise in 
control; ↓ 0.5h, 8h 

CD14 mRNA: baseline =; 
↑ 0.5h after exercise in 
all groups; ↑8h after 
exercise in CFS and 
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First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Alfatlawi, 
2019(5) 

Women without 
experience in exercise 
– n=10 – 64.1 (SEM 
1.1) years 

Women without 
experience in exercise 
– n=10 – 69.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
10 weeks 
- CG: maintained 
physical activity 
routines 
- Upper and lower 
body exercises: 10 
min warm-up, 
exercises at 60-80% 
1RM 

Venous blood 
– pre and post 
program 

qPCR of peripheral 
blood cells (TLR4) 
ELISA (IL-6, IL-10) 

↓ TLR4 in trained 
group (↔ CG =) 

IL-6 and IL-10: IL-6 =; ↑ 
IL-10 in trained group (↔ 
CG =) 
 

Cheng, 
2015(34) 

Patients with chief 
complaint of 
nonspecific low back 
pain – n=30 (15 ♂, 15 
♀) – 45 (3.25) years 

/ - Training program: 
3 sessions/week for 
4 weeks 
- Session: 5 min 
stretching, 10 min 
back muscle 
strengthening, 5 
min lower limb 
strengthening  

Venous blood 
– pre and post 
program 

ELISA (plasma IL-1β, IL-
6, IL-8, TNF-α, IFN-γ) 
qPCR (TLR4, SIRT1 
Western blot of 
lymphocytes (NF-κB, 
IκB) 
Enzymatic assay 
(superoxide 
dismutase, catalase, 
hydrogen peroxide) 

↓ TLR4 
 

SIRT1 mRNA: ↓ 
Plasma cytokines: ↓ IFN-
γ, IL-1β, IL-6, IL-8 and 
TNF-α 
Lymphocyte NF-κB and 
IκB: ↓ NF-κB p65; ↑ IκB  
Superoxide dismutase 
and catalase: ↑ 
Hydrogen peroxide: ↓ 

Colleluori, 
2019(40) 

Obese older adults 
with a sedentary 
(regular exercise 
<1h/week) lifestyle 
and mild-to-moderate 
frailty: 
- aerobic exercise (AE) 
– n=11 (4 ♂, 7 ♀) – 71 
(SE 1) years 
- resistance exercise 
(RE) –n=12 (6 ♂, 6 ♀) – 
72 (SE 2) years 

Obese older adults 
with a sedentary 
(regular exercise 
<1h/week) lifestyle 
and mild-to-moderate 
frailty – n=12 (4 ♂, 8 ♀) 
– 70 (SE 1) years 

- Training program: 
3 sessions/week for 
26 weeks, weight 
management 
program and 
balanced diet with 
energy deficit of 
500-750 kcal/day 
- CG: educational 
classes about 
healthful diet, no 
participation in 
exercise programs 

Vastus lateralis 
muscle biopsy 
– pre and after 
6 months 

Gene expression assay 
(IL-6, TNF-α, NF- κB, 
HSP704_9, TLR2) 

↑ TLR2 in AE after 
program compared 
to the other groups 
which showed a 
downregulatory 
trend 

Gene expression assay: ↑ 
HSP704_9 AE (↔ = in 
other groups); IL-6, TNF-
α, NF- κB = (no difference 
between groups or after 
exercise) 
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- combined exercise 
(CE) – n=12 (6 ♂, 6 ♀) – 
69 (SE 1) years 

- AE: 60 min at 65-
85% MHR 
- RE: 60 min upper 
and lower body 
exercise at 65-85% 
1RM 
- CE: 75-90 min 
aerobic and 
resistance exercise 

Markofski, 
2014(112) 

Physically inactive (≤2 
days/week moderate 
activity in the previous 
6 months and 
estimated VO2peak ≤ 
40th percentile for 
respective age) 
overweight or obese 
(BMI 25-39.9 kg/m²) 
adults – n=26 (9 ♂, 17 
♀) – 58.0 (SD 5.7) 
years: 
- resistance exercise 
(RT) – n=14 
- resistance exercise 
and energy restriction 
diet (RT-ER) – n=12 

Physically active (≥3 
days/week moderate 
and/or vigorous 
activity in the previous 
6 months and 
estimated VO2peak ≥ 
70th percentile for 
respective age) lean-
to-overweight (BMI 
22.4-29.9 kg/m²) 
adults – n=9 (6 ♂, 3 ♀) 
– 60.1 (SD 6.1) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintained 
level of physical 
activity 
- RT-ER: additional 
diet 750 kcal below 
energy need 
- Upper and lower 
body exercises: 5 
min warm-up, 3 
sets at 70-80% 1RM 
or more  

Venous blood 
– pre and post 
program  

Flow cytometry (CD14, 
CD16, TLR4) 
Whole blood 
stimulation with LPS 
with or without 
polymyxin B (24h) with 
ELISA 

TLR4 = (no group 
differences, no 
impact of 
intervention) 

Cell count: CD14+/CD16+ 
monocyte proportion ↑ 
in physically inactive (and 
more specifically obese) 
subjects at baseline; after 
intervention ↓ in RT 
group (more specifically 
overweight subgroup) 
and = in RT-ER group 
LPS-stimulated TNF-α: no 
group or intervention 
differences 
LPS-stimulated IL-6: ↑ 
unstimulated IL-6 in 
physically active subjects; 
↓ IL-6 production in RT 
with low dose LPS after 
program; ↑ unstimulated 
IL-6 in RT after program 

McKenzie, 
2017(118) 

Community-dwelling 
older adults recovering 
from hip fracture 
(incurred in preceding 
2-6 months), and 
recently (1-12 weeks) 
discharged from 8-12 
weeks of usual-care 
physical therapy – n=7 
(3 ♂, 4 ♀) – 78.4 (SD 
13.3) years 

Age-, sex-, and BMI-
matched controls 
(tissue from a previous 
study) – n=8 (4 ♂, 4 ♀) 
– 76.4 (SD 4.8) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: no training 
program 
- Session: 60-80 min 
with high-intensity 
exercises and task 
orientation (protein 
drink provided after 
each session) 

Vastus lateralis 
muscle biopsy 
– pre and post 
program 

qPCR (IL-6, TLR2, TLR4 
TAK1, HMGB1, MyD88, 
TRAF6, NF-κB) 

TLR2, TLR4 = (no 
group differences, 
no impact exercise) 

Gene expression pre-
post: ↓ MyD88, TAK1, 
NF-κB, IL-6 after exercise 
training 
Gene expression in 
comparison with healthy 
controls: MyD88, TRAF6, 
TAK1 and HMGB1 were 
elevated compared to 
control before and after 
the program; IL-6 and NF-
κB were elevated 
compared to control 
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- RRMS patients with 
self-reported fatigue 
and definite MS – 
n=20 (2 ♂, 18 ♀) – 41.5 
(SE 2.0) years 

- Schwinn Air-Dyne 
ergometer: 30 min 
at 70% age-
predicted MHR 

and 48h after 
exercise in MS; = 
after exercise in CFS 
 

control group; ↑24h 
after exercise in CFS 
group only; at 24h 
normalisation in all 
groups 
IL-6 mRNA: baseline =; ↓ 
0.5h after exercise and ↑ 
48h after exercise in MS 
IL-10 mRNA: ↓ 0.5h after 
exercise in control and 
MS group; ↑ 8h after 
exercise in control and 
MS group; ↑ 48h after 
exercise in CFS group 
Lymphotoxin-α mRNA: ↓ 
0.5h after exercise in 
control group 

Age is given as mean unless otherwise stated. Abbreviations: AMPK, 5’-AMP-actived protein kinase; AUC, area under the curve; CD, cluster of differentiation; CFS, chronic fatigue syndrome; 
CG, control group; DC, dendritic cell; ELISA, enzyme-linked immunosorbent assay; ERK, extracellular signal-regulated protein kinase; FACS, fluorescence-activated cell sorting; GMCSF, 
granulocyte macrophage colony-stimulating factor; h, hour; HIIT, high-intensity interval training; HR, heart rate; HLA-DR, human leukocyte antigen – DR isotype; HSF, heat shock factor; HSP, 
heat shock protein; IFN, interferon; IL, interleukine; IRAK, IL-1R-associated kinase; IRF, interferon regulatory transcription factor; JNK, c-Jun N-terminal kinase; KEGG, Kyoto Encyclopedia of 
Genes and Genomes; LOX, lipoxygenase; LPS, lipopolysaccharide; LTA, lipoteichoic acid; MAPK, mitogen-activated protein kinase; MAP4K4, mitogen-activated protein kinase kinase kinase 
kinase 4; MDA, malondialdehyde; MCP, monocyte chemotactic protein; mDC, myeloid dendritic cell; MHC, major histocompatibility complex; MHR, maximal heart rate; min, minute; MIP, 
macrophage inflammatory protein; mRNA, messenger RNA; MS, multiple sclerosis; MyD88, myeloid differentiation primary response gene 88; NEFA, non-esterified fatty acid; NF-κB, nuclear 
factor kappa B; NK, natural killer; PBMC, peripheral blood mononuclear cells; pDC, plasmacytoid dendritic cell; poly(I:C), polyinosinic:polycytidylic acid; qPCR, quantitative polymerase chain 
reaction; ra, receptor antagonist; RH, relative humidity; RRMS, relapsing-remitting multiple sclerosis; SD, standard deviation; SE, standard error; SEM, standard error of the mean; SIRT, sirtuin; 
SLE, systemic lupus erythematosus; T2DM, type 2 diabetes mellitus; TNF, tumor necrosis factor; TLR, toll-like receptor; W, power output.  
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- RRMS patients with 
self-reported fatigue 
and definite MS – 
n=20 (2 ♂, 18 ♀) – 41.5 
(SE 2.0) years 

- Schwinn Air-Dyne 
ergometer: 30 min 
at 70% age-
predicted MHR 

and 48h after 
exercise in MS; = 
after exercise in CFS 
 

control group; ↑24h 
after exercise in CFS 
group only; at 24h 
normalisation in all 
groups 
IL-6 mRNA: baseline =; ↓ 
0.5h after exercise and ↑ 
48h after exercise in MS 
IL-10 mRNA: ↓ 0.5h after 
exercise in control and 
MS group; ↑ 8h after 
exercise in control and 
MS group; ↑ 48h after 
exercise in CFS group 
Lymphotoxin-α mRNA: ↓ 
0.5h after exercise in 
control group 

Age is given as mean unless otherwise stated. Abbreviations: AMPK, 5’-AMP-actived protein kinase; AUC, area under the curve; CD, cluster of differentiation; CFS, chronic fatigue syndrome; 
CG, control group; DC, dendritic cell; ELISA, enzyme-linked immunosorbent assay; ERK, extracellular signal-regulated protein kinase; FACS, fluorescence-activated cell sorting; GMCSF, 
granulocyte macrophage colony-stimulating factor; h, hour; HIIT, high-intensity interval training; HR, heart rate; HLA-DR, human leukocyte antigen – DR isotype; HSF, heat shock factor; HSP, 
heat shock protein; IFN, interferon; IL, interleukine; IRAK, IL-1R-associated kinase; IRF, interferon regulatory transcription factor; JNK, c-Jun N-terminal kinase; KEGG, Kyoto Encyclopedia of 
Genes and Genomes; LOX, lipoxygenase; LPS, lipopolysaccharide; LTA, lipoteichoic acid; MAPK, mitogen-activated protein kinase; MAP4K4, mitogen-activated protein kinase kinase kinase 
kinase 4; MDA, malondialdehyde; MCP, monocyte chemotactic protein; mDC, myeloid dendritic cell; MHC, major histocompatibility complex; MHR, maximal heart rate; min, minute; MIP, 
macrophage inflammatory protein; mRNA, messenger RNA; MS, multiple sclerosis; MyD88, myeloid differentiation primary response gene 88; NEFA, non-esterified fatty acid; NF-κB, nuclear 
factor kappa B; NK, natural killer; PBMC, peripheral blood mononuclear cells; pDC, plasmacytoid dendritic cell; poly(I:C), polyinosinic:polycytidylic acid; qPCR, quantitative polymerase chain 
reaction; ra, receptor antagonist; RH, relative humidity; RRMS, relapsing-remitting multiple sclerosis; SD, standard deviation; SE, standard error; SEM, standard error of the mean; SIRT, sirtuin; 
SLE, systemic lupus erythematosus; T2DM, type 2 diabetes mellitus; TNF, tumor necrosis factor; TLR, toll-like receptor; W, power output.  
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- combined exercise 
(CE) – n=12 (6 ♂, 6 ♀) – 
69 (SE 1) years 

- AE: 60 min at 65-
85% MHR 
- RE: 60 min upper 
and lower body 
exercise at 65-85% 
1RM 
- CE: 75-90 min 
aerobic and 
resistance exercise 

Markofski, 
2014(112) 

Physically inactive (≤2 
days/week moderate 
activity in the previous 
6 months and 
estimated VO2peak ≤ 
40th percentile for 
respective age) 
overweight or obese 
(BMI 25-39.9 kg/m²) 
adults – n=26 (9 ♂, 17 
♀) – 58.0 (SD 5.7) 
years: 
- resistance exercise 
(RT) – n=14 
- resistance exercise 
and energy restriction 
diet (RT-ER) – n=12 

Physically active (≥3 
days/week moderate 
and/or vigorous 
activity in the previous 
6 months and 
estimated VO2peak ≥ 
70th percentile for 
respective age) lean-
to-overweight (BMI 
22.4-29.9 kg/m²) 
adults – n=9 (6 ♂, 3 ♀) 
– 60.1 (SD 6.1) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintained 
level of physical 
activity 
- RT-ER: additional 
diet 750 kcal below 
energy need 
- Upper and lower 
body exercises: 5 
min warm-up, 3 
sets at 70-80% 1RM 
or more  

Venous blood 
– pre and post 
program  

Flow cytometry (CD14, 
CD16, TLR4) 
Whole blood 
stimulation with LPS 
with or without 
polymyxin B (24h) with 
ELISA 

TLR4 = (no group 
differences, no 
impact of 
intervention) 

Cell count: CD14+/CD16+ 
monocyte proportion ↑ 
in physically inactive (and 
more specifically obese) 
subjects at baseline; after 
intervention ↓ in RT 
group (more specifically 
overweight subgroup) 
and = in RT-ER group 
LPS-stimulated TNF-α: no 
group or intervention 
differences 
LPS-stimulated IL-6: ↑ 
unstimulated IL-6 in 
physically active subjects; 
↓ IL-6 production in RT 
with low dose LPS after 
program; ↑ unstimulated 
IL-6 in RT after program 

McKenzie, 
2017(118) 

Community-dwelling 
older adults recovering 
from hip fracture 
(incurred in preceding 
2-6 months), and 
recently (1-12 weeks) 
discharged from 8-12 
weeks of usual-care 
physical therapy – n=7 
(3 ♂, 4 ♀) – 78.4 (SD 
13.3) years 

Age-, sex-, and BMI-
matched controls 
(tissue from a previous 
study) – n=8 (4 ♂, 4 ♀) 
– 76.4 (SD 4.8) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: no training 
program 
- Session: 60-80 min 
with high-intensity 
exercises and task 
orientation (protein 
drink provided after 
each session) 

Vastus lateralis 
muscle biopsy 
– pre and post 
program 

qPCR (IL-6, TLR2, TLR4 
TAK1, HMGB1, MyD88, 
TRAF6, NF-κB) 

TLR2, TLR4 = (no 
group differences, 
no impact exercise) 

Gene expression pre-
post: ↓ MyD88, TAK1, 
NF-κB, IL-6 after exercise 
training 
Gene expression in 
comparison with healthy 
controls: MyD88, TRAF6, 
TAK1 and HMGB1 were 
elevated compared to 
control before and after 
the program; IL-6 and NF-
κB were elevated 
compared to control 
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Supplementary Table 4 | Summary of the characteristics of the articles investigating the effects of resistance exercise programs.  1045 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Alfatlawi, 
2019(5) 

Women without 
experience in exercise 
– n=10 – 64.1 (SEM 
1.1) years 

Women without 
experience in exercise 
– n=10 – 69.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
10 weeks 
- CG: maintained 
physical activity 
routines 
- Upper and lower 
body exercises: 10 
min warm-up, 
exercises at 60-80% 
1RM 

Venous blood 
– pre and post 
program 

qPCR of peripheral 
blood cells (TLR4) 
ELISA (IL-6, IL-10) 

↓ TLR4 in trained 
group (↔ CG =) 

IL-6 and IL-10: IL-6 =; ↑ 
IL-10 in trained group (↔ 
CG =) 
 

Cheng, 
2015(34) 

Patients with chief 
complaint of 
nonspecific low back 
pain – n=30 (15 ♂, 15 
♀) – 45 (3.25) years 

/ - Training program: 
3 sessions/week for 
4 weeks 
- Session: 5 min 
stretching, 10 min 
back muscle 
strengthening, 5 
min lower limb 
strengthening  

Venous blood 
– pre and post 
program 

ELISA (plasma IL-1β, IL-
6, IL-8, TNF-α, IFN-γ) 
qPCR (TLR4, SIRT1 
Western blot of 
lymphocytes (NF-κB, 
IκB) 
Enzymatic assay 
(superoxide 
dismutase, catalase, 
hydrogen peroxide) 

↓ TLR4 
 

SIRT1 mRNA: ↓ 
Plasma cytokines: ↓ IFN-
γ, IL-1β, IL-6, IL-8 and 
TNF-α 
Lymphocyte NF-κB and 
IκB: ↓ NF-κB p65; ↑ IκB  
Superoxide dismutase 
and catalase: ↑ 
Hydrogen peroxide: ↓ 

Colleluori, 
2019(40) 

Obese older adults 
with a sedentary 
(regular exercise 
<1h/week) lifestyle 
and mild-to-moderate 
frailty: 
- aerobic exercise (AE) 
– n=11 (4 ♂, 7 ♀) – 71 
(SE 1) years 
- resistance exercise 
(RE) –n=12 (6 ♂, 6 ♀) – 
72 (SE 2) years 

Obese older adults 
with a sedentary 
(regular exercise 
<1h/week) lifestyle 
and mild-to-moderate 
frailty – n=12 (4 ♂, 8 ♀) 
– 70 (SE 1) years 

- Training program: 
3 sessions/week for 
26 weeks, weight 
management 
program and 
balanced diet with 
energy deficit of 
500-750 kcal/day 
- CG: educational 
classes about 
healthful diet, no 
participation in 
exercise programs 

Vastus lateralis 
muscle biopsy 
– pre and after 
6 months 

Gene expression assay 
(IL-6, TNF-α, NF- κB, 
HSP704_9, TLR2) 

↑ TLR2 in AE after 
program compared 
to the other groups 
which showed a 
downregulatory 
trend 

Gene expression assay: ↑ 
HSP704_9 AE (↔ = in 
other groups); IL-6, TNF-
α, NF- κB = (no difference 
between groups or after 
exercise) 
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- combined exercise 
(CE) – n=12 (6 ♂, 6 ♀) – 
69 (SE 1) years 

- AE: 60 min at 65-
85% MHR 
- RE: 60 min upper 
and lower body 
exercise at 65-85% 
1RM 
- CE: 75-90 min 
aerobic and 
resistance exercise 

Markofski, 
2014(112) 

Physically inactive (≤2 
days/week moderate 
activity in the previous 
6 months and 
estimated VO2peak ≤ 
40th percentile for 
respective age) 
overweight or obese 
(BMI 25-39.9 kg/m²) 
adults – n=26 (9 ♂, 17 
♀) – 58.0 (SD 5.7) 
years: 
- resistance exercise 
(RT) – n=14 
- resistance exercise 
and energy restriction 
diet (RT-ER) – n=12 

Physically active (≥3 
days/week moderate 
and/or vigorous 
activity in the previous 
6 months and 
estimated VO2peak ≥ 
70th percentile for 
respective age) lean-
to-overweight (BMI 
22.4-29.9 kg/m²) 
adults – n=9 (6 ♂, 3 ♀) 
– 60.1 (SD 6.1) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintained 
level of physical 
activity 
- RT-ER: additional 
diet 750 kcal below 
energy need 
- Upper and lower 
body exercises: 5 
min warm-up, 3 
sets at 70-80% 1RM 
or more  

Venous blood 
– pre and post 
program  

Flow cytometry (CD14, 
CD16, TLR4) 
Whole blood 
stimulation with LPS 
with or without 
polymyxin B (24h) with 
ELISA 

TLR4 = (no group 
differences, no 
impact of 
intervention) 

Cell count: CD14+/CD16+ 
monocyte proportion ↑ 
in physically inactive (and 
more specifically obese) 
subjects at baseline; after 
intervention ↓ in RT 
group (more specifically 
overweight subgroup) 
and = in RT-ER group 
LPS-stimulated TNF-α: no 
group or intervention 
differences 
LPS-stimulated IL-6: ↑ 
unstimulated IL-6 in 
physically active subjects; 
↓ IL-6 production in RT 
with low dose LPS after 
program; ↑ unstimulated 
IL-6 in RT after program 

McKenzie, 
2017(118) 

Community-dwelling 
older adults recovering 
from hip fracture 
(incurred in preceding 
2-6 months), and 
recently (1-12 weeks) 
discharged from 8-12 
weeks of usual-care 
physical therapy – n=7 
(3 ♂, 4 ♀) – 78.4 (SD 
13.3) years 

Age-, sex-, and BMI-
matched controls 
(tissue from a previous 
study) – n=8 (4 ♂, 4 ♀) 
– 76.4 (SD 4.8) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: no training 
program 
- Session: 60-80 min 
with high-intensity 
exercises and task 
orientation (protein 
drink provided after 
each session) 

Vastus lateralis 
muscle biopsy 
– pre and post 
program 

qPCR (IL-6, TLR2, TLR4 
TAK1, HMGB1, MyD88, 
TRAF6, NF-κB) 

TLR2, TLR4 = (no 
group differences, 
no impact exercise) 

Gene expression pre-
post: ↓ MyD88, TAK1, 
NF-κB, IL-6 after exercise 
training 
Gene expression in 
comparison with healthy 
controls: MyD88, TRAF6, 
TAK1 and HMGB1 were 
elevated compared to 
control before and after 
the program; IL-6 and NF-
κB were elevated 
compared to control 
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before the program, but 
normalised thereafter 

Nader, 
2010(126) 

Autoimmune 
inflammatory 
myopathy (5 
dermatomyositis 
patients and 3 
polymyositis patients) 
– median 51 (range 
44-61) years 

/ - Training program: 
3 sessions/week for 
7 weeks 
- Upper and lower 
body exercise: 10 
voluntary repetition 
maximum 

Vastus lateralis 
muscle biopsy 
– 1 week pre 
and post 
program 

Gene expression 
microarray 
qPCR (IRAK3, IL-10Rβ 
Immunohistochemistry 
(IL-1α, IL-1β, IL-1Ra, IL-
1RI, IL-1RII, HMGB-1) 

↓ TLR8 Microarray and qPCR: ↓ 
IRAK3, IL10-Rβ, HMGB-1 
Immunohistochemistry: 
IL-1α, IL-1β, IL-1Ra, IL-1RI, 
IL-1RII = 

Phillips, 
2012(142) 

Obese 
postmenopausal 
women without 
regular exercise in the 
previous 6 months – 
n=11 – 64.8 (SD 2.4) 
years 

Obese 
postmenopausal 
women without 
regular exercise in the 
previous 6 months – 
n=12 – 66.4 (SD 2.8) 
years 

- Exercise bout ≥1 
week after the 
ending of an 
acclimatisation 
training, followed 
by a training 
program and 
repetition of the 
exercise bout ≥1 
week after the 
program 
- Training program: 
acclimatisation 
week (3 sessions/1 
week), followed by 
3 sessions/weeks 
for 12 weeks 
- CG: 
acclimatisation at 
start and after 12-
week intervention, 
intervention with 
control activities 
and resting control 
trial 
- Exercise bout: 3 
sets of 10 exercises 
at 8RM 
- Upper and lower 
body exercise: 3 

Venous blood 
– pre, 4 min, 2 
and 24h after 
exercise (or 
resting) trial 
Subcutaneous 
adipose tissue 
(SCAT) – 400 
mg of the 
abdominal 
region at 
baseline and 
48h after the 
last exercise 
session (or 1 
week after 
8RM 
assessment in 
CG) 

 Whole blood 
stimulation with LPS 
(24h) with ELISA 
qPCR (blood: TLR4, 
SCAT: TLR4)(only at 
pre time points) 

TLR4 = Cell count: ↑ total 
leukocytes in exercise 
group post and 2h after 
exercise with 
normalisation after 24h; 
↑ total leukocytes in CG 
at 2h with normalisation 
after 24h 
Cell counts at baseline: ↓ 
monocyte number in 
exercise group after 
program 
Plasma cytokines: ↓ 
resting TNF-α in exercise 
group after program; ↑ 
IL-6 post and 2h after 
both exercise trials in 
exercise group with 
normalisation after 24h; 
↑ IL-6 at 2h after both 
control interventions in 
CG with normalisation 
after 24h; ↓ mean IL-6 in 
CG after control 
intervention 
LPS-stimulated IL-10: 
mean ↑ in exercise group 
compared to CG; ↓ in CG 
after intervention 
LPS-stimulated TNF-α: 
mean ↑ at 2h in both 
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sets of 10 exercises 
at 8RM 

groups, with further ↑ at 
24h in exercise group and 
normalisation in CG  

Prestes, 
2015(144) 

Sedentary non-obese 
elderly women: 
- resistance training 
with linear 
periodisation (RT/LP) – 
n=20 – 69.20 (SD 6.05) 
years 
- resistance training 
with undulating 
periodisation (RT/UP) 
– n=19 – 65.52 (SD 
4.72) years 

Sedentary non-obese 
elderly women – n=10 
– 66.90 (SD 7.56) years 

- Training program: 
2 sessions/week for 
16 weeks 
- CG: no training 
program 
- Upper and lower 
body exercise: 40-
50 min 
- LP: build-up from 
12-14 RM to 6-8 RM 
- UP: training loads 
varied on daily basis 

Venous blood 
– pre and post 
program 

ELISA (IL-1β, IL-1Ra, IL-
10, IL15, irisin, TLR4) 

TLR4 = Cytokines: ↑ baseline 
irisin in LP compared to 
control and UP; no other 
group differences or 
impact of training 

Rodriguez-
Miguelez, 
2014(154) 

Healthy elderly 
subjects – n=16 (mixed 
gender) – 69.1 (SEM 
1.1) years 

Healthy elderly 
subjects – n=10 (mixed 
gender) – 70.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: normal daily 
routines 
- Upper and lower 
body exercise: 10 
min warm-up, 
exercise at 60-80% 
1RM 

Venous blood 
– pre and post 
program 

ELISA (CRP, TNF-α) 
Western blot (HSP60, 
HSP70, TLR2, TLR4, 
TRIF, IKKi/IKKε, 
MyD88, p65, IRF, 
pIRF3, IRF7, pIRF7, 
ERK1/2, pERK1/2, p38, 
pP38, TNF-α, IL-10) 
qPCR of PBMC (IL-10, 
TNF-α) 

↓ TLR2,TLR4 after 
program (↔ CG =) 
 

MyD88 and p65 protein: 
↓ after program (↔ CG 
=) 
pP38 and pERK1/2 
protein: ↓pP38 and 
↑pERK1/2 after program 
(↔ CG =); total p38 and 
ERK1/2 = 
TRIF, IKK, pIRF3 and pIRF7 
protein: ↓TRIF, IKK, 
pIRF3 and pIRF7 after 
program (↔ CG =) 
IL-10 and TNF-α mRNA 
and protein: ↑ IL-10 
mRNA and protein after 
program (↔ CG =); TNF-
α mRNA or protein = 
Plasma CRP and IL-6: ↓ 
CRP and IL-6 after 
program (↔ CG =) 
HSP60 and HSP70: 
↑HSP70 after program; 
↓HSP60 after program 
(↔ CG =) 

Age is given as mean unless otherwise stated. Abbreviations: 1RM, one-repetition maximum; CD, cluster of differentiation; CG, control group; CRP, c-reactive protein; ELISA, enzyme-linked 
immunosorbent assay; ERK, extracellular signal-regulated protein kinase; HMGB, high mobility group box; HSP, heat shock protein; IFN, interferon; IKK, IκB kinases; IL, interleukine; IRAK, IL-
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sets of 10 exercises 
at 8RM 

groups, with further ↑ at 
24h in exercise group and 
normalisation in CG  

Prestes, 
2015(144) 

Sedentary non-obese 
elderly women: 
- resistance training 
with linear 
periodisation (RT/LP) – 
n=20 – 69.20 (SD 6.05) 
years 
- resistance training 
with undulating 
periodisation (RT/UP) 
– n=19 – 65.52 (SD 
4.72) years 

Sedentary non-obese 
elderly women – n=10 
– 66.90 (SD 7.56) years 

- Training program: 
2 sessions/week for 
16 weeks 
- CG: no training 
program 
- Upper and lower 
body exercise: 40-
50 min 
- LP: build-up from 
12-14 RM to 6-8 RM 
- UP: training loads 
varied on daily basis 

Venous blood 
– pre and post 
program 

ELISA (IL-1β, IL-1Ra, IL-
10, IL15, irisin, TLR4) 

TLR4 = Cytokines: ↑ baseline 
irisin in LP compared to 
control and UP; no other 
group differences or 
impact of training 

Rodriguez-
Miguelez, 
2014(154) 

Healthy elderly 
subjects – n=16 (mixed 
gender) – 69.1 (SEM 
1.1) years 

Healthy elderly 
subjects – n=10 (mixed 
gender) – 70.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: normal daily 
routines 
- Upper and lower 
body exercise: 10 
min warm-up, 
exercise at 60-80% 
1RM 

Venous blood 
– pre and post 
program 

ELISA (CRP, TNF-α) 
Western blot (HSP60, 
HSP70, TLR2, TLR4, 
TRIF, IKKi/IKKε, 
MyD88, p65, IRF, 
pIRF3, IRF7, pIRF7, 
ERK1/2, pERK1/2, p38, 
pP38, TNF-α, IL-10) 
qPCR of PBMC (IL-10, 
TNF-α) 

↓ TLR2,TLR4 after 
program (↔ CG =) 
 

MyD88 and p65 protein: 
↓ after program (↔ CG 
=) 
pP38 and pERK1/2 
protein: ↓pP38 and 
↑pERK1/2 after program 
(↔ CG =); total p38 and 
ERK1/2 = 
TRIF, IKK, pIRF3 and pIRF7 
protein: ↓TRIF, IKK, 
pIRF3 and pIRF7 after 
program (↔ CG =) 
IL-10 and TNF-α mRNA 
and protein: ↑ IL-10 
mRNA and protein after 
program (↔ CG =); TNF-
α mRNA or protein = 
Plasma CRP and IL-6: ↓ 
CRP and IL-6 after 
program (↔ CG =) 
HSP60 and HSP70: 
↑HSP70 after program; 
↓HSP60 after program 
(↔ CG =) 

Age is given as mean unless otherwise stated. Abbreviations: 1RM, one-repetition maximum; CD, cluster of differentiation; CG, control group; CRP, c-reactive protein; ELISA, enzyme-linked 
immunosorbent assay; ERK, extracellular signal-regulated protein kinase; HMGB, high mobility group box; HSP, heat shock protein; IFN, interferon; IKK, IκB kinases; IL, interleukine; IRAK, IL-
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Supplementary Table 4 | Summary of the characteristics of the articles investigating the effects of resistance exercise programs.  1045 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Alfatlawi, 
2019(5) 

Women without 
experience in exercise 
– n=10 – 64.1 (SEM 
1.1) years 

Women without 
experience in exercise 
– n=10 – 69.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
10 weeks 
- CG: maintained 
physical activity 
routines 
- Upper and lower 
body exercises: 10 
min warm-up, 
exercises at 60-80% 
1RM 

Venous blood 
– pre and post 
program 

qPCR of peripheral 
blood cells (TLR4) 
ELISA (IL-6, IL-10) 

↓ TLR4 in trained 
group (↔ CG =) 

IL-6 and IL-10: IL-6 =; ↑ 
IL-10 in trained group (↔ 
CG =) 
 

Cheng, 
2015(34) 

Patients with chief 
complaint of 
nonspecific low back 
pain – n=30 (15 ♂, 15 
♀) – 45 (3.25) years 

/ - Training program: 
3 sessions/week for 
4 weeks 
- Session: 5 min 
stretching, 10 min 
back muscle 
strengthening, 5 
min lower limb 
strengthening  

Venous blood 
– pre and post 
program 

ELISA (plasma IL-1β, IL-
6, IL-8, TNF-α, IFN-γ) 
qPCR (TLR4, SIRT1 
Western blot of 
lymphocytes (NF-κB, 
IκB) 
Enzymatic assay 
(superoxide 
dismutase, catalase, 
hydrogen peroxide) 

↓ TLR4 
 

SIRT1 mRNA: ↓ 
Plasma cytokines: ↓ IFN-
γ, IL-1β, IL-6, IL-8 and 
TNF-α 
Lymphocyte NF-κB and 
IκB: ↓ NF-κB p65; ↑ IκB  
Superoxide dismutase 
and catalase: ↑ 
Hydrogen peroxide: ↓ 

Colleluori, 
2019(40) 

Obese older adults 
with a sedentary 
(regular exercise 
<1h/week) lifestyle 
and mild-to-moderate 
frailty: 
- aerobic exercise (AE) 
– n=11 (4 ♂, 7 ♀) – 71 
(SE 1) years 
- resistance exercise 
(RE) –n=12 (6 ♂, 6 ♀) – 
72 (SE 2) years 

Obese older adults 
with a sedentary 
(regular exercise 
<1h/week) lifestyle 
and mild-to-moderate 
frailty – n=12 (4 ♂, 8 ♀) 
– 70 (SE 1) years 

- Training program: 
3 sessions/week for 
26 weeks, weight 
management 
program and 
balanced diet with 
energy deficit of 
500-750 kcal/day 
- CG: educational 
classes about 
healthful diet, no 
participation in 
exercise programs 

Vastus lateralis 
muscle biopsy 
– pre and after 
6 months 

Gene expression assay 
(IL-6, TNF-α, NF- κB, 
HSP704_9, TLR2) 

↑ TLR2 in AE after 
program compared 
to the other groups 
which showed a 
downregulatory 
trend 

Gene expression assay: ↑ 
HSP704_9 AE (↔ = in 
other groups); IL-6, TNF-
α, NF- κB = (no difference 
between groups or after 
exercise) 
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sets of 10 exercises 
at 8RM 

groups, with further ↑ at 
24h in exercise group and 
normalisation in CG  

Prestes, 
2015(144) 

Sedentary non-obese 
elderly women: 
- resistance training 
with linear 
periodisation (RT/LP) – 
n=20 – 69.20 (SD 6.05) 
years 
- resistance training 
with undulating 
periodisation (RT/UP) 
– n=19 – 65.52 (SD 
4.72) years 

Sedentary non-obese 
elderly women – n=10 
– 66.90 (SD 7.56) years 

- Training program: 
2 sessions/week for 
16 weeks 
- CG: no training 
program 
- Upper and lower 
body exercise: 40-
50 min 
- LP: build-up from 
12-14 RM to 6-8 RM 
- UP: training loads 
varied on daily basis 

Venous blood 
– pre and post 
program 

ELISA (IL-1β, IL-1Ra, IL-
10, IL15, irisin, TLR4) 

TLR4 = Cytokines: ↑ baseline 
irisin in LP compared to 
control and UP; no other 
group differences or 
impact of training 

Rodriguez-
Miguelez, 
2014(154) 

Healthy elderly 
subjects – n=16 (mixed 
gender) – 69.1 (SEM 
1.1) years 

Healthy elderly 
subjects – n=10 (mixed 
gender) – 70.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: normal daily 
routines 
- Upper and lower 
body exercise: 10 
min warm-up, 
exercise at 60-80% 
1RM 

Venous blood 
– pre and post 
program 

ELISA (CRP, TNF-α) 
Western blot (HSP60, 
HSP70, TLR2, TLR4, 
TRIF, IKKi/IKKε, 
MyD88, p65, IRF, 
pIRF3, IRF7, pIRF7, 
ERK1/2, pERK1/2, p38, 
pP38, TNF-α, IL-10) 
qPCR of PBMC (IL-10, 
TNF-α) 

↓ TLR2,TLR4 after 
program (↔ CG =) 
 

MyD88 and p65 protein: 
↓ after program (↔ CG 
=) 
pP38 and pERK1/2 
protein: ↓pP38 and 
↑pERK1/2 after program 
(↔ CG =); total p38 and 
ERK1/2 = 
TRIF, IKK, pIRF3 and pIRF7 
protein: ↓TRIF, IKK, 
pIRF3 and pIRF7 after 
program (↔ CG =) 
IL-10 and TNF-α mRNA 
and protein: ↑ IL-10 
mRNA and protein after 
program (↔ CG =); TNF-
α mRNA or protein = 
Plasma CRP and IL-6: ↓ 
CRP and IL-6 after 
program (↔ CG =) 
HSP60 and HSP70: 
↑HSP70 after program; 
↓HSP60 after program 
(↔ CG =) 

Age is given as mean unless otherwise stated. Abbreviations: 1RM, one-repetition maximum; CD, cluster of differentiation; CG, control group; CRP, c-reactive protein; ELISA, enzyme-linked 
immunosorbent assay; ERK, extracellular signal-regulated protein kinase; HMGB, high mobility group box; HSP, heat shock protein; IFN, interferon; IKK, IκB kinases; IL, interleukine; IRAK, IL-
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1R-associated kinase; IRF, interferon regulatory transcription factor; LPS, lipopolysaccharide; MHR, maximal heart rate; min, minute; mRNA, messenger RNA; MyD88, myeloid differentiation 
primary response gene 88; NF-κB, nuclear factor kappa B; PBMC, peripheral blood mononuclear cells; qPCR, quantitative polymerase chain reaction; ra, receptor antagonist; RT; resistance 
training; SD, standard deviation; SE, standard error; SEM, standard error of the mean; SIRT, sirtuin; TAK, transforming growth factor beta-activated kinase; TNF, tumor necrosis factor; TLR, 
toll-like receptor; TRAF, TNFR-associated factor; TRIF, TIR-domain-containing adaptor protein-inducing interferon-β. 
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Supplementary Table 5 | Summary of the characteristics of the articles investigating the effects of aerobic exercise programs.  1048 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bartlett, 
2017(10) 

Healthy inactive 
individuals: 
- HIIT – n=14 (4 ♂, 10 
♀) – 42 (SD 12) years 
- MICT – n=13 (5 ♂, 8 
♀) – 45 (SD 10) years 
 

/ - Training program: 
3 sessions/week for 
10 weeks, for MICT 
group 2 additional 
self-administered 
sessions/week 
- HIIT: 18-25 min at 
>90% HRmax during 
sprint intervals 
- MICT: 30-45 min 
at 70% HRmax 

Blood – pre 
and post 
program 

Phagotest of whole 
blood with flow 
cytometry 
Phagoburst of whole 
blood with flow 
cytometry 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Multiplex luminometry 
(IL-1β, IL-4, IL-6, IL-8, 
IL-10, IL-13, IL-17, 
GMCSF, TNF-α) 

Neutrophil TLR2 
and TLR4: = 
TLR2 expression: 
CD14+/CD16- and 
CD14+/CD16bright 
cells =; ↓ 
CD14+/CD16int cells  
TLR4 expression: 
CD14+/CD16- and 
CD14+/CD16int cells 
=; ↓ 
CD14+/CD16bright 
cells 

Phagocytosis and 
oxidative burst: ↑ 
neutrophil phagocytosis 
and oxidative burst in 
both groups; ↑ monocyte 
phagocytosis in both 
groups; monocyte 
oxidative =, but % of 
monocytes producing an 
oxidative burst ↑ in both 
groups 
Cell count: leukocytes, 
monocytes =; 
↑CD14+/CD16- and 
↓CD14+/CD16int in both 
groups; 
↓CD14+/CD16bright in HIIT 
Neutrophils CD16: =  

Bartlett, 
2018(11) 

Physically inactive 
adults with 
rheumatoid arthritis – 
n=12 (1 ♂, 11 ♀) – 64 
(SD 7) years 

/ - Training program: 
3 sessions/week for 
10 weeks 
- High-intensity 
interval walking: 30 
min with ten ≥60 
second intervals at 
80-90% VO2reserve 
separated by lower-
intensity intervals 
at 50-60% VO2reserve 

Venous blood 
– pre and 16-
24h after 
exercise 

Flow cytometry (CD14, 
CD16, TLR2, TLR4,HLA-
DR, phagocytosis by 
whole blood) 
Insall chamber 
(neutrophil migration) 
Luminol-amplified 
chemiluminescence 
(neutrophil ROS) 
Sandwich 
immunoassay (IL-1β, 
IL-6, IL-10, TNF-α) 
Enzymatic colorimetric 
assay (NEFA) 

Neutrophil TLR4: = 
Monocyte TLR2 and 
TLR4: ↓TLR2, TLR4 
on intermediate 
monocytes after 
exercise; = on 
classical and non-
classical monocytes 
 

Cell count: no difference 
in total leukocytes or 
subpopulations 
Plasma cytokines and 
NEFA: no impact of 
exercise training 
Neutrophil function: 
↑chemotactic index; ↑ 
chemotaxis; chemokinesis 
=; ↑ phagocytosis; ↑ 
ROS production after 
exercise training 
Neutrophil CD16: = 
Monocyte subpopulation: 
↓CD16+ monocytes, 
intermediate monocytes 
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and non-classical 
monocytes after training 
Monocyte HLA-DR: ↓ on 
intermediate monocytes 
after exercise; = on 
classical and non-classical 
monocytes 
Monocyte function: ↑ 
phagocytosis after 
training 

Boehler, 
2019(16) 

Myositis patients – 
n=3 

/ - Training program: 
3 sessions/week for 
12 weeks 
- Cycling: 1h at 70% 
VO2max 

Muscle biopsy 
– pre and post 
program 

qPCR (TLR7) ↓ TLR7 / 

Capó, 2014(22) See “Capó et al. 2014“ in Supplementary Table 3 
Child, 2013(35) Overweight (BMI >25 

kg/m²) sedentary (≤2 
exercise sessions per 
week) men – n=11 – 
24 (SD 5) years 

/ - Training program: 
3 sessions per week 
for 2 weeks 
- Cycling: ten 4-min 
intervals at 85% 
VO2peak separated 
by 2-min rest 
periods 

Venous blood 
– pre and post 
program 

Flow cytometry (CD14, 
CD16, TLR2, TLR4) 

TLR2 =; ↑ TLR4 on 
CD14+ cells, 
CD14++/CD16- and 
CD14+/CD16++ cells; 
TLR4 = on 
CD14++/CD16+ cells 

Cell count: total leukocyte 
count, leukocyte and 
monocyte subpopulations 
=  

Colleluori, 
2019(40) 

See “Colleluori et al. 2019” in Supplementary Table 4 

Estébanez, 
2020(46) 

Healthy elderly 
subjects without 
participation in 
aerobic exercise 
training in the last year 
– n=9 (2 ♂, 7 ♀) – 
68.68 (SD 1.24) years 

Healthy elderly 
subjects without 
participation in 
aerobic exercise 
training in the last year 
– n=5 (2 ♂, 3 ♀) – 
70.78 (SD 1.51) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: maintained 
regular physical 
activity 
- Cycling: 5 min 
warm-up, 15-20 
min at 70-75% MHR 
with progressive 
introduction of 
short periods of 
high intensity (1 
min at 90-95% 

Venous blood 
– pre and post 
program 

Spectrophotometer 
(Reduced glutathione 
(GSH), total 
antioxidant capacity 
(TEAC)) 
Dichloro-dihydro-
fluorescein diacetate 
assay (reactive oxygen 
species/reactive 
nitrogen species 
(ROS/RNS)) 
Western blot of PBMC 
(TLR4, 4-
hydroxynonenal (4-

TLR4 = (no baseline 
difference, no 
impact of exercise) 
 

GSH, TEAC and ROS/RNS: 
no baseline differences, 
no impact of exercise 
PC, 4-HNE and 3NT: no 
baseline difference, no 
impact of exercise 
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Supplementary Table 5 | Summary of the characteristics of the articles investigating the effects of aerobic exercise programs.  1048 

First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bartlett, 
2017(10) 

Healthy inactive 
individuals: 
- HIIT – n=14 (4 ♂, 10 
♀) – 42 (SD 12) years 
- MICT – n=13 (5 ♂, 8 
♀) – 45 (SD 10) years 
 

/ - Training program: 
3 sessions/week for 
10 weeks, for MICT 
group 2 additional 
self-administered 
sessions/week 
- HIIT: 18-25 min at 
>90% HRmax during 
sprint intervals 
- MICT: 30-45 min 
at 70% HRmax 

Blood – pre 
and post 
program 

Phagotest of whole 
blood with flow 
cytometry 
Phagoburst of whole 
blood with flow 
cytometry 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Multiplex luminometry 
(IL-1β, IL-4, IL-6, IL-8, 
IL-10, IL-13, IL-17, 
GMCSF, TNF-α) 

Neutrophil TLR2 
and TLR4: = 
TLR2 expression: 
CD14+/CD16- and 
CD14+/CD16bright 
cells =; ↓ 
CD14+/CD16int cells  
TLR4 expression: 
CD14+/CD16- and 
CD14+/CD16int cells 
=; ↓ 
CD14+/CD16bright 
cells 

Phagocytosis and 
oxidative burst: ↑ 
neutrophil phagocytosis 
and oxidative burst in 
both groups; ↑ monocyte 
phagocytosis in both 
groups; monocyte 
oxidative =, but % of 
monocytes producing an 
oxidative burst ↑ in both 
groups 
Cell count: leukocytes, 
monocytes =; 
↑CD14+/CD16- and 
↓CD14+/CD16int in both 
groups; 
↓CD14+/CD16bright in HIIT 
Neutrophils CD16: =  

Bartlett, 
2018(11) 

Physically inactive 
adults with 
rheumatoid arthritis – 
n=12 (1 ♂, 11 ♀) – 64 
(SD 7) years 

/ - Training program: 
3 sessions/week for 
10 weeks 
- High-intensity 
interval walking: 30 
min with ten ≥60 
second intervals at 
80-90% VO2reserve 
separated by lower-
intensity intervals 
at 50-60% VO2reserve 

Venous blood 
– pre and 16-
24h after 
exercise 

Flow cytometry (CD14, 
CD16, TLR2, TLR4,HLA-
DR, phagocytosis by 
whole blood) 
Insall chamber 
(neutrophil migration) 
Luminol-amplified 
chemiluminescence 
(neutrophil ROS) 
Sandwich 
immunoassay (IL-1β, 
IL-6, IL-10, TNF-α) 
Enzymatic colorimetric 
assay (NEFA) 

Neutrophil TLR4: = 
Monocyte TLR2 and 
TLR4: ↓TLR2, TLR4 
on intermediate 
monocytes after 
exercise; = on 
classical and non-
classical monocytes 
 

Cell count: no difference 
in total leukocytes or 
subpopulations 
Plasma cytokines and 
NEFA: no impact of 
exercise training 
Neutrophil function: 
↑chemotactic index; ↑ 
chemotaxis; chemokinesis 
=; ↑ phagocytosis; ↑ 
ROS production after 
exercise training 
Neutrophil CD16: = 
Monocyte subpopulation: 
↓CD16+ monocytes, 
intermediate monocytes 
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and non-classical 
monocytes after training 
Monocyte HLA-DR: ↓ on 
intermediate monocytes 
after exercise; = on 
classical and non-classical 
monocytes 
Monocyte function: ↑ 
phagocytosis after 
training 

Boehler, 
2019(16) 

Myositis patients – 
n=3 

/ - Training program: 
3 sessions/week for 
12 weeks 
- Cycling: 1h at 70% 
VO2max 

Muscle biopsy 
– pre and post 
program 

qPCR (TLR7) ↓ TLR7 / 

Capó, 2014(22) See “Capó et al. 2014“ in Supplementary Table 3 
Child, 2013(35) Overweight (BMI >25 

kg/m²) sedentary (≤2 
exercise sessions per 
week) men – n=11 – 
24 (SD 5) years 

/ - Training program: 
3 sessions per week 
for 2 weeks 
- Cycling: ten 4-min 
intervals at 85% 
VO2peak separated 
by 2-min rest 
periods 

Venous blood 
– pre and post 
program 

Flow cytometry (CD14, 
CD16, TLR2, TLR4) 

TLR2 =; ↑ TLR4 on 
CD14+ cells, 
CD14++/CD16- and 
CD14+/CD16++ cells; 
TLR4 = on 
CD14++/CD16+ cells 

Cell count: total leukocyte 
count, leukocyte and 
monocyte subpopulations 
=  

Colleluori, 
2019(40) 

See “Colleluori et al. 2019” in Supplementary Table 4 

Estébanez, 
2020(46) 

Healthy elderly 
subjects without 
participation in 
aerobic exercise 
training in the last year 
– n=9 (2 ♂, 7 ♀) – 
68.68 (SD 1.24) years 

Healthy elderly 
subjects without 
participation in 
aerobic exercise 
training in the last year 
– n=5 (2 ♂, 3 ♀) – 
70.78 (SD 1.51) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: maintained 
regular physical 
activity 
- Cycling: 5 min 
warm-up, 15-20 
min at 70-75% MHR 
with progressive 
introduction of 
short periods of 
high intensity (1 
min at 90-95% 

Venous blood 
– pre and post 
program 

Spectrophotometer 
(Reduced glutathione 
(GSH), total 
antioxidant capacity 
(TEAC)) 
Dichloro-dihydro-
fluorescein diacetate 
assay (reactive oxygen 
species/reactive 
nitrogen species 
(ROS/RNS)) 
Western blot of PBMC 
(TLR4, 4-
hydroxynonenal (4-

TLR4 = (no baseline 
difference, no 
impact of exercise) 
 

GSH, TEAC and ROS/RNS: 
no baseline differences, 
no impact of exercise 
PC, 4-HNE and 3NT: no 
baseline difference, no 
impact of exercise 
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MHR), 5 min active 
recovery 

HNE), 3-nitrotyrosine 
(3NT)) 
OxyBlot kit (protein 
carbonyls (PC)) 

Ferrari, 
2019(53) 

Patients with essential 
hypertension 
(immediately after 
diagnosis or in the 
context of sub-optimal 
treatment): 
- prehypertensive – 
n=14 (9 ♂, 5 ♀) – 
majority age group 61-
70 years 
- hypertensive – n=30 
(24 ♂, 6 ♀) – majority 
age group 41-60 years 

Healthy normotensive 
subjects – n=24 (17 ♂, 
7 ♀) – majority age 
group 41-60 years 

- Training program: 
≥4 sessions/week 
for 12 weeks 
(patient & control 
group) 
- Session: cycling or 
jogging with ≥30 
min reaching heart 
rate corresponding 
to anaerobic 
threshold 

Venous blood 
– pre and post 
program 

PCR pyrosequencing 
(DNA methylation 
assay) 

TLR2 = (non-
significant increase 
in methylation after 
exercise) 

PCR: TNF = (moderate 
non-significant increase in 
methylation) 

Ghosh, 
2015(65) 

Healthy, non-smoking 
community-dwelling 
sedentary (≤1 exercise 
session/week) elderly 
– n=12 (8 ♂, 4 ♀) – 
73.8 (2.1) years 
(11/12 participated to 
the exercise program) 

Healthy, non-smoking 
community-dwelling 
sedentary (≤1 exercise 
session/week) young 
participants – n=13 (6 
♂, 7 ♀) – 25.5 (1.0) 
years 

- Training program: 
3-4 sessions/week 
for 16 weeks 
- CG: continuation 
habitual behaviour 
- Cycling: 20-45 min 
at 65-80% VO2max 
(gradual increase in 
duration and 
intensity) 

Vastus lateralis 
muscle biopsy 
– pre and 48-
72h after 
program 

ELISA (IL-6, TNF-α, LPS-
binding protein) 
Limulus Amoebocyte 
Lysate assay (plasma 
LPS) 
Western blot (TLR4, 
NF-κB p50, NF-κB p65, 
JNK, pJNK, ERK, pERK, 
p38, pP38) 
qPCR (TLR4) 

At baseline ↑ TLR4 
(mRNA and protein) 
in elderly; no impact 
of exercise 

Plasma cytokines: 
baseline IL-6 ↑ in elderly 
compared to young; no 
difference in TNF-α; no 
impact of exercise 
Plasma LPS and LPS-
binding protein: baseline 
LPS and LPS-binding 
protein ↑ in elderly 
compared to young and 
not affected by exercise 
NF-κB p65 and NF-κB p50: 
baseline NF-κB p65 and 
NF-κB p50 ↑ in elderly 
compared to young; no 
impact of exercise 
JNK and pJNK: baseline 
pJNK/PNK ratio ↑ in 
elderly compared to 
young; no impact of 
exercise 
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ERK, pERK, 38, pP38: no 
differences between 
groups or after exercise 

Lackermair, 
2017(92) 

See “Lackermair et al. 2017” in Supplementary Table 3 

Mejías-Peña, 
2016(119) 

Healthy old subjects 
without experience in 
aerobic exercise 
training – n=16 (mixed 
gender) – 69.6 (SEM 
1.0) years 

Healthy old subjects 
without experience in 
aerobic exercise 
training – n=13 (mixed 
gender) – 70.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: no 
intervention 
- Cycling: 25-30 min 
at 70-75% MHR 
(with progressive 
introduction of 
short periods of 
intense activity (90-
95% MHR) 

Venous blood 
– 5-6 days pre 
and post 
program 

Western blot of PBMC 
(TLR2, TLR4, TRIF, 
MyD88) 

TLR2, TLR4 = 
(between and 
within groups) 

TRIF and MyD88 protein: 
no group differences or 
impact of training 

Nickel, 
2011(130) 

Male marathon 
runners: 
- obese non-elite 
(ONE) – n=15 – 40 
(SDM 6) years 
- lean non-elite (LNE) – 
n=16 – 40 (SDM 6) 
years 
- elite (LE) – n=16 –
(n=16)(40 (SDM 7) 
years) 

/ - Training program: 
4 sessions/week for 
10 weeks 
- Running: 
continuous aerobic 
exercise and 
interval training 
with gradual 
increase in duration 
and intensity 
(average training 
mileage 35 
km/week for ONE, 
38 km/week for LNE 
and 54 km/week for 
LE) 
 
 

Venous blood 
– pre and post 
program 

Flow cytometry 
(leukocyte 
subpopulations) 
qPCR (TLR2, TLR4, 
TLR7, MyD88, NF-κB) 
Western blot (TLR2, 
TLR4, TLR7, MyD88)(8 
subjects of LNE only) 
ELISA (IL-6 and TNF-α) 

Baseline: TLR2, 
TLR4, TLR7 = 
Post-training TLR2 
mRNA: ↑in LNE, 
similar patterns in 
other groups 
without significance 
Post-training TLR4 
and TLR7 mRNA: ↑ 
in all groups  
Post-training 
western blot: TLR2 
=; ↑ TLR4, TLR7 

Leukocyte and monocyte 
count: = 
Dendritic cell subsets: ↓ 
myeloid DCs and ↑ 
plasmacytoid DCs in ONE 
at baseline with 
normalisation after 
program 
Baseline and post-training 
MyD88 and NF-κB: = 
Post-training western 
blot: MyD88 = 
IL-6: ↓ in LE at baseline 
with further decrease 
post program in LE 
TNF-α: ↓in LE at 
baseline; no changes after 
program  

Niemiro, 
2018(131) 

Lean sedentary (≤30 
min of moderate/high 
intensity exercise per 
week) individuals – 

Obese sedentary (≤30 
min of moderate/high 
intensity exercise per 
week) individuals – 

- Training program: 
3 sessions/week for 
6 weeks (active & 
control group) 

Venous blood 
– 3-4 days pre 
and post 
program 

MethoCult (CFU assay) 
Flow cytometry 

Concentration of 
hematopoietic stem 
cells expressing 
TLR4 ↓ after 
exercise; TLR4 
content ↑ after 

Cell count: ↓ circulating 
progenitor cells, ↓ 
adipose derived 
mesenchymal stem cells, 
↓ common lymphoid 
progenitor cells in lean 
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First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Bartlett, 
2017(10) 

Healthy inactive 
individuals: 
- HIIT – n=14 (4 ♂, 10 
♀) – 42 (SD 12) years 
- MICT – n=13 (5 ♂, 8 
♀) – 45 (SD 10) years 
 

/ - Training program: 
3 sessions/week for 
10 weeks, for MICT 
group 2 additional 
self-administered 
sessions/week 
- HIIT: 18-25 min at 
>90% HRmax during 
sprint intervals 
- MICT: 30-45 min 
at 70% HRmax 

Blood – pre 
and post 
program 

Phagotest of whole 
blood with flow 
cytometry 
Phagoburst of whole 
blood with flow 
cytometry 
Flow cytometry (CD14, 
CD16, TLR2, TLR4) 
Multiplex luminometry 
(IL-1β, IL-4, IL-6, IL-8, 
IL-10, IL-13, IL-17, 
GMCSF, TNF-α) 

Neutrophil TLR2 
and TLR4: = 
TLR2 expression: 
CD14+/CD16- and 
CD14+/CD16bright 
cells =; ↓ 
CD14+/CD16int cells  
TLR4 expression: 
CD14+/CD16- and 
CD14+/CD16int cells 
=; ↓ 
CD14+/CD16bright 
cells 

Phagocytosis and 
oxidative burst: ↑ 
neutrophil phagocytosis 
and oxidative burst in 
both groups; ↑ monocyte 
phagocytosis in both 
groups; monocyte 
oxidative =, but % of 
monocytes producing an 
oxidative burst ↑ in both 
groups 
Cell count: leukocytes, 
monocytes =; 
↑CD14+/CD16- and 
↓CD14+/CD16int in both 
groups; 
↓CD14+/CD16bright in HIIT 
Neutrophils CD16: =  

Bartlett, 
2018(11) 

Physically inactive 
adults with 
rheumatoid arthritis – 
n=12 (1 ♂, 11 ♀) – 64 
(SD 7) years 

/ - Training program: 
3 sessions/week for 
10 weeks 
- High-intensity 
interval walking: 30 
min with ten ≥60 
second intervals at 
80-90% VO2reserve 
separated by lower-
intensity intervals 
at 50-60% VO2reserve 

Venous blood 
– pre and 16-
24h after 
exercise 

Flow cytometry (CD14, 
CD16, TLR2, TLR4,HLA-
DR, phagocytosis by 
whole blood) 
Insall chamber 
(neutrophil migration) 
Luminol-amplified 
chemiluminescence 
(neutrophil ROS) 
Sandwich 
immunoassay (IL-1β, 
IL-6, IL-10, TNF-α) 
Enzymatic colorimetric 
assay (NEFA) 

Neutrophil TLR4: = 
Monocyte TLR2 and 
TLR4: ↓TLR2, TLR4 
on intermediate 
monocytes after 
exercise; = on 
classical and non-
classical monocytes 
 

Cell count: no difference 
in total leukocytes or 
subpopulations 
Plasma cytokines and 
NEFA: no impact of 
exercise training 
Neutrophil function: 
↑chemotactic index; ↑ 
chemotaxis; chemokinesis 
=; ↑ phagocytosis; ↑ 
ROS production after 
exercise training 
Neutrophil CD16: = 
Monocyte subpopulation: 
↓CD16+ monocytes, 
intermediate monocytes 

60 
 

ERK, pERK, 38, pP38: no 
differences between 
groups or after exercise 

Lackermair, 
2017(92) 

See “Lackermair et al. 2017” in Supplementary Table 3 

Mejías-Peña, 
2016(119) 

Healthy old subjects 
without experience in 
aerobic exercise 
training – n=16 (mixed 
gender) – 69.6 (SEM 
1.0) years 

Healthy old subjects 
without experience in 
aerobic exercise 
training – n=13 (mixed 
gender) – 70.0 (SEM 
0.9) years 

- Training program: 
2 sessions/week for 
8 weeks 
- CG: no 
intervention 
- Cycling: 25-30 min 
at 70-75% MHR 
(with progressive 
introduction of 
short periods of 
intense activity (90-
95% MHR) 

Venous blood 
– 5-6 days pre 
and post 
program 

Western blot of PBMC 
(TLR2, TLR4, TRIF, 
MyD88) 

TLR2, TLR4 = 
(between and 
within groups) 

TRIF and MyD88 protein: 
no group differences or 
impact of training 

Nickel, 
2011(130) 

Male marathon 
runners: 
- obese non-elite 
(ONE) – n=15 – 40 
(SDM 6) years 
- lean non-elite (LNE) – 
n=16 – 40 (SDM 6) 
years 
- elite (LE) – n=16 –
(n=16)(40 (SDM 7) 
years) 

/ - Training program: 
4 sessions/week for 
10 weeks 
- Running: 
continuous aerobic 
exercise and 
interval training 
with gradual 
increase in duration 
and intensity 
(average training 
mileage 35 
km/week for ONE, 
38 km/week for LNE 
and 54 km/week for 
LE) 
 
 

Venous blood 
– pre and post 
program 

Flow cytometry 
(leukocyte 
subpopulations) 
qPCR (TLR2, TLR4, 
TLR7, MyD88, NF-κB) 
Western blot (TLR2, 
TLR4, TLR7, MyD88)(8 
subjects of LNE only) 
ELISA (IL-6 and TNF-α) 

Baseline: TLR2, 
TLR4, TLR7 = 
Post-training TLR2 
mRNA: ↑in LNE, 
similar patterns in 
other groups 
without significance 
Post-training TLR4 
and TLR7 mRNA: ↑ 
in all groups  
Post-training 
western blot: TLR2 
=; ↑ TLR4, TLR7 

Leukocyte and monocyte 
count: = 
Dendritic cell subsets: ↓ 
myeloid DCs and ↑ 
plasmacytoid DCs in ONE 
at baseline with 
normalisation after 
program 
Baseline and post-training 
MyD88 and NF-κB: = 
Post-training western 
blot: MyD88 = 
IL-6: ↓ in LE at baseline 
with further decrease 
post program in LE 
TNF-α: ↓in LE at 
baseline; no changes after 
program  

Niemiro, 
2018(131) 

Lean sedentary (≤30 
min of moderate/high 
intensity exercise per 
week) individuals – 

Obese sedentary (≤30 
min of moderate/high 
intensity exercise per 
week) individuals – 

- Training program: 
3 sessions/week for 
6 weeks (active & 
control group) 

Venous blood 
– 3-4 days pre 
and post 
program 

MethoCult (CFU assay) 
Flow cytometry 

Concentration of 
hematopoietic stem 
cells expressing 
TLR4 ↓ after 
exercise; TLR4 
content ↑ after 

Cell count: ↓ circulating 
progenitor cells, ↓ 
adipose derived 
mesenchymal stem cells, 
↓ common lymphoid 
progenitor cells in lean 
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n=17 (9 ♂, 8 ♀) – 23.9 
(SD 5.4) years 
 

n=10 (3 ♂, 7 ♀) – 29.0 
(SD 8) years 
 

- Cycling or running: 
30-60 min at 60-
75% MHR 

exercise; proportion 
of hematopoietic 
stem cells 
expressing TLR4 = 

participants after exercise 
(↔ = in obese); ↓ 
hematopoietic stem cells 
in both groups after 
exercise program 
CFU count: baseline CFU 
potential of granulocytes 
and 
granulocyte/monocyte ↑ 
in obese participants; 
total number of CFU and 
CFU in 
granulocyte/monocyte ↑ 
after exercise 

Reyna, 
2013(150) 

Sedentary (≤1 exercise 
bout/week) obese 
subjects with stable 
body weight: 
- non-diabetic – n=8 – 
40 (SE 3) years 
- T2DM – n=11 – 50 
(SE 3) years 

Sedentary (≤1 exercise 
bout/week) subjects 
with stable body 
weight: 
- lean – n=17 – 39 (SE 
2) years 

- Training program: 
daily training for 15 
days (patient & 
control groups) 
- Cycling: 4 identical 
periods of 8 min at 
70% VO2peak, 2 min 
at 90% VO2peak 
and 2 min complete 
rest 

Venous blood 
– pre and post 
program 

Western blot 
mononuclear cells 
(TLR2, TLR4, ERK, JNK) 
ELISA (NF-κB p65) 

TLR2 =; TLR4 ↑ at 
baseline in T2DM 
(significant) and 
obese (non-
significant) 
compared to lean; 
no effect of exercise 

ERK and JNK: baseline 
ERK phosphorylation ↑ in 
T2DM with non-
significant ↓ after 
exercise; no impact of 
group or training on JNK 
phosphorylation 
NF-κB p65 binding: no 
impact of group or 
exercise 

Robinson, 
2015(153) 

Subjects with 
prediabetes, BMI 
>24kg/m² and inactive 
lifestyle (<2 30-min 
bouts of moderate-to-
vigorous 
exercise/week): 
- HIIT – n=20 (3 ♂, 17 
♀) – 52 (SD 10) years 
- MICT – n=18 (4 ♂, 14 
♀) – 52 (SD 10) years 

/  - Training program: 
5 sessions/week for 
2 weeks 
- HIIT: four to ten 1-
min intervals at 85-
90% Wpeak with 1-
min recovery at 
20% Wpeak 

- MICT: 20-50 min 
at 32.5% Wpeak 

Venous blood 
– pre and post 
program 

ELISA (TNF-α, IL-1β, IL-
6, IL-10) 
Flow cytometry (CD14, 
TLR2, TLR4) 
Whole blood 
stimulation with LPS 
and PamCSK4 (24h) 
with ELISA 

TLR2: ↓ on 
lymphocytes; no 
change on 
monocytes and 
neutrophils 
TLR4: ↓ on 
lymphocytes and 
CD14+ monocytes in 
both groups; ↓ on 
CD15+ neutrophils 
in MICT (↔ HIIT =) 

Cell count: no effect of 
training on leukocyte 
subpopulation 
concentrations 
Plasma cytokines: ↓ IL-10 
after MICT 
LPS- and PamCSK4-
stimulated blood: no 
effect of training 

Sloan, 
2018(172) 

Healthy young adults 
without regular 
exercise and with 
VO2max <43 
mL/kg/min for men 

Healthy young adults 
without regular 
exercise and with 
VO2max <43 
mL/kg/min for men 

- Training program: 
2 week run-in 
stretching period 
followed by 4 
sessions/week for 

Venous blood 
– after run-in 
period (2 
weeks), post 
program (14 

Whole blood 
stimulation with LPS 
(4h) with Human 
Cytokine Array 
Western blot (TLR4) 

TLR4 = (no impact 
of group, exercise 
or deconditioning) 

Whole blood stimulation: 
no group differences; ↑ 
inducible TNF-α, inducible 
IL-6 post program 
compared to baseline in 

62 
 

and <37 mL/kg/min for 
women – n=60 (28 ♂, 
32 ♀) – 31 (SD 6) years 

and <37 mL/kg/min for 
women – n=59 (28 ♂, 
31 ♀) – 31 (SD 6) years 

12 weeks and 4 
weeks of sedentary 
deconditioning 
- CG: 2 week run-in 
stretching period 
followed by 
maintenance of 
sedentary lifestyle 
- Session: 10-15 min 
warm-up, 30-40 
min aerobic activity 
at 55-75% MHR, 10-
15 min cool-down 

weeks) and 
post 
deconditioning 
(18 weeks) 

the trained group; ↓ 
inducible TNF-α, inducible 
IL-6 post deconditioning 
compared to post 
program in exercise group  

Age is given as mean unless otherwise stated. Abbreviations: 3NT, 3-nitrotyrosine; 4-HNE, 4-hydoxynonenal; CD, cluster of differentiation; CG, control group; CFU, colony-forming unit; DC, 
dendritic cell; ELISA, enzyme-linked immunosorbent assay; ERK, extracellular signal-regulated protein kinase; GMCSF, granulocyte macrophage colony-stimulating factor; GSH, reduced 
glutathione; h, hour; HIIT, high-intensity interval training; HR, heart rate; HLA-DR, human leukocyte antigen – DR isotype; IL, interleukine; JNK, c-Jun N-terminal kinase; LPS, lipopolysaccharide; 
MHR, maximal heart rate; MICT, moderate-intensity continuous training; min, minute; mRNA, messenger RNA; MyD88, myeloid differentiation primary response gene 88; NEFA, non-esterified 
fatty acid; NF-κB, nuclear factor kappa B; PBMC, peripheral blood mononuclear cells; PC, protein carbonyls; qPCR, quantitative polymerase chain reaction; RNS, reactive nitrogen species; 
ROS, reactive oxygen species; SD, standard deviation; SDM, standard-deviation of the mean; SE, standard error; SEM, standard error of the mean; T2DM, type 2 diabetes mellitus; TEAC, total 
antioxidant capacity; TNF, tumor necrosis factor; TLR, toll-like receptor; TRIF, TIR-domain-containing adaptor protein-inducing interferon-β; W, power output.  
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n=17 (9 ♂, 8 ♀) – 23.9 
(SD 5.4) years 
 

n=10 (3 ♂, 7 ♀) – 29.0 
(SD 8) years 
 

- Cycling or running: 
30-60 min at 60-
75% MHR 

exercise; proportion 
of hematopoietic 
stem cells 
expressing TLR4 = 

participants after exercise 
(↔ = in obese); ↓ 
hematopoietic stem cells 
in both groups after 
exercise program 
CFU count: baseline CFU 
potential of granulocytes 
and 
granulocyte/monocyte ↑ 
in obese participants; 
total number of CFU and 
CFU in 
granulocyte/monocyte ↑ 
after exercise 

Reyna, 
2013(150) 

Sedentary (≤1 exercise 
bout/week) obese 
subjects with stable 
body weight: 
- non-diabetic – n=8 – 
40 (SE 3) years 
- T2DM – n=11 – 50 
(SE 3) years 

Sedentary (≤1 exercise 
bout/week) subjects 
with stable body 
weight: 
- lean – n=17 – 39 (SE 
2) years 

- Training program: 
daily training for 15 
days (patient & 
control groups) 
- Cycling: 4 identical 
periods of 8 min at 
70% VO2peak, 2 min 
at 90% VO2peak 
and 2 min complete 
rest 

Venous blood 
– pre and post 
program 

Western blot 
mononuclear cells 
(TLR2, TLR4, ERK, JNK) 
ELISA (NF-κB p65) 

TLR2 =; TLR4 ↑ at 
baseline in T2DM 
(significant) and 
obese (non-
significant) 
compared to lean; 
no effect of exercise 

ERK and JNK: baseline 
ERK phosphorylation ↑ in 
T2DM with non-
significant ↓ after 
exercise; no impact of 
group or training on JNK 
phosphorylation 
NF-κB p65 binding: no 
impact of group or 
exercise 

Robinson, 
2015(153) 

Subjects with 
prediabetes, BMI 
>24kg/m² and inactive 
lifestyle (<2 30-min 
bouts of moderate-to-
vigorous 
exercise/week): 
- HIIT – n=20 (3 ♂, 17 
♀) – 52 (SD 10) years 
- MICT – n=18 (4 ♂, 14 
♀) – 52 (SD 10) years 

/  - Training program: 
5 sessions/week for 
2 weeks 
- HIIT: four to ten 1-
min intervals at 85-
90% Wpeak with 1-
min recovery at 
20% Wpeak 

- MICT: 20-50 min 
at 32.5% Wpeak 

Venous blood 
– pre and post 
program 

ELISA (TNF-α, IL-1β, IL-
6, IL-10) 
Flow cytometry (CD14, 
TLR2, TLR4) 
Whole blood 
stimulation with LPS 
and PamCSK4 (24h) 
with ELISA 

TLR2: ↓ on 
lymphocytes; no 
change on 
monocytes and 
neutrophils 
TLR4: ↓ on 
lymphocytes and 
CD14+ monocytes in 
both groups; ↓ on 
CD15+ neutrophils 
in MICT (↔ HIIT =) 

Cell count: no effect of 
training on leukocyte 
subpopulation 
concentrations 
Plasma cytokines: ↓ IL-10 
after MICT 
LPS- and PamCSK4-
stimulated blood: no 
effect of training 

Sloan, 
2018(172) 

Healthy young adults 
without regular 
exercise and with 
VO2max <43 
mL/kg/min for men 

Healthy young adults 
without regular 
exercise and with 
VO2max <43 
mL/kg/min for men 

- Training program: 
2 week run-in 
stretching period 
followed by 4 
sessions/week for 

Venous blood 
– after run-in 
period (2 
weeks), post 
program (14 

Whole blood 
stimulation with LPS 
(4h) with Human 
Cytokine Array 
Western blot (TLR4) 

TLR4 = (no impact 
of group, exercise 
or deconditioning) 

Whole blood stimulation: 
no group differences; ↑ 
inducible TNF-α, inducible 
IL-6 post program 
compared to baseline in 
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First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Colleluori, 
2019(40) 

See “Colleluori et al. 2019” in Supplementary Table 4 

Lambert, 
2008(94) 

Obese sedentary 
elderly with evidence 
of frailty – n=8 (4 ♂, 4 
♀) – 68.5 (SE 1.4) years 

Obese sedentary 
elderly with evidence 
of frailty – n=8 (4 ♂, 4 
♀) – 69.6 (SE 1.4) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: energy-deficit 
diet and behaviour 
therapy 
- Session: 90 min 
with endurance 
exercise at 75-90% 
MHR and resistance 
exercise at 65-80% 
1RM 

Vastus lateralis 
muscle biopsy 
– pre and post 
program 

qPCR (TLR4, IL-6, TNF-
α) 
ELISA (serum IL-6 and 
TNF-α) 

↓ TLR4 in exercise 
group; no difference 
in weight loss group 

IL-6 and TNF-α mRNA: ↓ 
in exercise group; no 
change in weight loss 
group  
Serum IL-6 and TNF-α: = 

Liu, 2015(108) Non-insulin dependent 
T2DM without 
frequent exercise 
(<2/week for <15 min) 
– n=42 (12 ♂, 30 ♀) – 
52.59 (SD 11.43) years: 
- conventional therapy 
(CT) – n=20 
- intensive therapy (IT) 
– n=22 

Healthy people – n=20 
(7 ♂, 13 ♀) – 51.20 (SD 
11.34) years 

- Training program: 
home-based and 
supervised 
exercises: 3 aerobic 
sessions/week and 
2-3 resistance 
sessions/week for 
12 weeks 
- CT: regular drug 
treatment and diet 
guidance 
- IT: regular drug 
treatment, diet 
guidance and 
training program 
- CG: no 
intervention 
- Aerobic session: 
40-60 min at 40-
60% VO2max 

Venous blood 
– pre and post 
program (CG 1 
measurement 
not related to 
the program)  

qPCR of PBMC (TLR4, 
NF-κB p65) 
Western blot of PBMC 
(TLR4, NF-κB p65) 
ELISA (IL-18, IL-33) 

TLR4 mRNA and 
protein: ↑ in T2DM 
at baseline 
compared to CG; 
after program 
mRNA ↓ to control 
in CT and to below 
control in IT; after 
intervention protein 
= in CG but ↓ to 
control in IT 

NF-κB p65 mRNA and 
protein: ↑ in T2DM at 
baseline compared to 
control; after program 
mRNA ↓to control level 
in CT but still higher than 
IT with greater reduction; 
after program protein = in 
CT but ↓ to control level 
in IT 
IL-18: ↑ in T2DM at 
baseline; after program = 
in CT but ↓ to control 
level in IT 
IL-33: ↓ in T2DM at 
baseline; after program 
↑ in T2DM (more in IT), 
but still reduced 
compared to CG 
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- Resistance 
session: 50-60% 
1RM 

Munters, 
2016(124) 

Patients with definite 
or probable 
polymyositis or 
dermatomyositis, 
exercising ≤ 1/week – 
n=4 (1 ♂, 3 ♀) – 
median 66 (IQR 19) 
years 

Patients with definite 
or probable 
polymyositis or 
dermatomyositis, 
exercising ≤ 1/week – 
n=4 (1 ♂, 3 ♀) – 
median 63 (IQR 16) 
years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintained 
stable level of 
physical activity 
- Session: 60 min 
with 30 min cycling 
at 70% VO2max and 
30 min knee 
extensor exercises 
at 30-40% 1RM 

Vastus lateralis 
muscle biopsy 
– pre and post 
program 

Gene microarray (n=8) ↑ TLR7 after 
program 

Gene microarray: ↑ 
HSPD1 gene (HSP60) after 
program in trained group; 
↓ HSPA2 (HSP70-2) after 
program in trained group; 
↑ IL28A in CG after 
program 

Shimizu, 
2011(168) 

Healthy sedentary, 
independently living 
elderly – n=12 (3 ♂, 9 
♀) – 67.1 (SE 1) years 

Healthy sedentary, 
independently living 
elderly – n=12 (4 ♂, 8 
♀) – 67.5 (SE 0.7) years 

- Training program: 
2 sessions/week 
with additionally a 
limited number of 
body weight 
resistance exercises 
for home (≥3 
days/week) for 12 
weeks 
- CG: no exercise 
Session: 10 min 
stretching, 10 min 
cycling, resistance 
training at 20-40% 
1RM, 10 min 
stretching 

Venous blood 
– pre and post 
program 

Flow cytometry (CD14, 
TLR4, CD80) 

CD14+/TLR4+ cells =  Leukocyte count: no 
influence of training on 
leukocyte, lymphocyte 
and monocyte number 
CD28: number of 
CD28+/CD8+ cells ↑ after 
training in the exercise 
group 
CD80: number of 
CD14+/CD80+ cells↑ after 
training in the exercise 
group 

Soltani, 
2020(174) 

Female overweight or 
obese bachelor 
students with a 
sedentary lifestyle (≥6 
months no 
participation in any 
exercise training) – 
n=13 – 21.3 (SD 1.37) 
years 

Female overweight or 
obese bachelor 
students with a 
sedentary lifestyle (≥6 
months no 
participation in any 
exercise training) – n= 
13 – 20.69 (SD 1.54) 
years 

- Training program: 
5 sessions/week for 
2 weeks 
- CG: no exercise 
intervention 
- Session: warm-up 
10-12 min, upper 
and lower body 
cycling at 50-90% 
MHR and resistance 

Venous blood 
– 5 days pre 
and 48h post 
program 

qPCR of PBMC (TLR4, 
IRF3, NF-κB) 

↓ TLR4 after 
exercise (↔ = in 
control group) 

IRF3, NF-κB: = (no group 
differences or alterations 
by exercise) 
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training at 40-60% 
1RM for 25 min, 
cool-down 8-10 min 

Stewart, 
2005(180) 

Subjects with (very) 
low physical activity 
score and estimated 
VO2max < average: 
- young – n=14 – 24.9 
(SE 4.7) years 
- older – n=17 – 71.0 
(SE 4.3) years 
 
 
 

Subjects (very) high 
physical activity score 
and estimated VO2max 
good to excellent: 
- young – n=15 – 25.2 
(SE 5.0) years 
- older – n=14 – 71.2 
(SE 4.4) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintained 
usual levels of 
physical activity 
- Session: warm-up, 
20 min endurance 
training, resistance 
training, stretching, 
cool-down 

Venous blood 
– pre and post 
program  

Flow cytometry (CD14, 
TLR2, TLR4) 
Whole blood 
stimulation with LPS or 
PGN (24h) with ELISA 

TLR2 on CD14+ cells: 
no training-effect; 
overall post-value 
↓ compared to pre-
value 
TLR4 on CD14+ cells: 
↓ in trained group; 
CG = 

CD14: no significant 
differences 
LPS-stimulated IL-6: ↓ in 
trained groups; values 
post program lower in 
young compared to 
elderly 
LPS-stimulated IL-1β and 
TNF-α: no training effect; 
IL-1β values post program 
lower in young compared 
to elderly 
PGN-stimulated IL-6: no 
training effect; post 
program values lower in 
young compared to pre; 
pre values in young 
higher compared to 
elderly 
PGN-stimulated TNF-α: 
no significant differences 
PGN-stimulated IL-1β: 
post values on average 
lower than pre 

Timmerman, 
2008(187) 

Physically inactive 
subjects (PI) (no 
regular physical 
activity in the last 6 
months and VO2max 
<26 mL/kg/min for 
male and <23 
mL/kg/min for female) 
– n=15 (4 ♂, 11 ♀) – 71 
(SD 5.74) years 

Physically active 
subjects (PA) 
(exercising ≥3 
days/week in the last 6 
months and VO2max 
>35 mL/kg/min for 
male and >28 
mL/kg/min for female) 
– n=15 (8 ♂, 7 ♀) – 70 
(SD 4.56) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintain 
physically active 
lifestyle 
- Session: treadmill 
running for 20 min 
at 60-70% HRR and 
resistance exercise 
for 30 min at 70-
80% 1RM (2 sets of 
8 exercises) 

Venous blood 
– pre and post 
program 

Flow cytometry (CD14, 
CD16, TLR4) 
Whole blood 
stimulation with LPS or 
LPS + polymyxin B 
(24h) with ELISA 

TLR4: ↑ on classical 
monocytes from PI 
than from PA; no 
baseline difference 
CD14+TLR4; no post-
training differences 
 

BMI: lower in PA at 
baseline 
Monocyte counts: ↓ 
inflammatory monocytes 
in PA at baseline; after 
training ↓ in PI 
Unstimulated whole 
blood: baseline TNF-
α/CD14+ monocyte lower 
in PA compared to PI; ↓ 
in PI after training 
LPS-stimulated whole 
blood: ↓TNF-α in PI after 
training; addition of 
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First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Colleluori, 
2019(40) 

See “Colleluori et al. 2019” in Supplementary Table 4 

Lambert, 
2008(94) 

Obese sedentary 
elderly with evidence 
of frailty – n=8 (4 ♂, 4 
♀) – 68.5 (SE 1.4) years 

Obese sedentary 
elderly with evidence 
of frailty – n=8 (4 ♂, 4 
♀) – 69.6 (SE 1.4) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: energy-deficit 
diet and behaviour 
therapy 
- Session: 90 min 
with endurance 
exercise at 75-90% 
MHR and resistance 
exercise at 65-80% 
1RM 

Vastus lateralis 
muscle biopsy 
– pre and post 
program 

qPCR (TLR4, IL-6, TNF-
α) 
ELISA (serum IL-6 and 
TNF-α) 

↓ TLR4 in exercise 
group; no difference 
in weight loss group 

IL-6 and TNF-α mRNA: ↓ 
in exercise group; no 
change in weight loss 
group  
Serum IL-6 and TNF-α: = 

Liu, 2015(108) Non-insulin dependent 
T2DM without 
frequent exercise 
(<2/week for <15 min) 
– n=42 (12 ♂, 30 ♀) – 
52.59 (SD 11.43) years: 
- conventional therapy 
(CT) – n=20 
- intensive therapy (IT) 
– n=22 

Healthy people – n=20 
(7 ♂, 13 ♀) – 51.20 (SD 
11.34) years 

- Training program: 
home-based and 
supervised 
exercises: 3 aerobic 
sessions/week and 
2-3 resistance 
sessions/week for 
12 weeks 
- CT: regular drug 
treatment and diet 
guidance 
- IT: regular drug 
treatment, diet 
guidance and 
training program 
- CG: no 
intervention 
- Aerobic session: 
40-60 min at 40-
60% VO2max 

Venous blood 
– pre and post 
program (CG 1 
measurement 
not related to 
the program)  

qPCR of PBMC (TLR4, 
NF-κB p65) 
Western blot of PBMC 
(TLR4, NF-κB p65) 
ELISA (IL-18, IL-33) 

TLR4 mRNA and 
protein: ↑ in T2DM 
at baseline 
compared to CG; 
after program 
mRNA ↓ to control 
in CT and to below 
control in IT; after 
intervention protein 
= in CG but ↓ to 
control in IT 

NF-κB p65 mRNA and 
protein: ↑ in T2DM at 
baseline compared to 
control; after program 
mRNA ↓to control level 
in CT but still higher than 
IT with greater reduction; 
after program protein = in 
CT but ↓ to control level 
in IT 
IL-18: ↑ in T2DM at 
baseline; after program = 
in CT but ↓ to control 
level in IT 
IL-33: ↓ in T2DM at 
baseline; after program 
↑ in T2DM (more in IT), 
but still reduced 
compared to CG 
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training at 40-60% 
1RM for 25 min, 
cool-down 8-10 min 

Stewart, 
2005(180) 

Subjects with (very) 
low physical activity 
score and estimated 
VO2max < average: 
- young – n=14 – 24.9 
(SE 4.7) years 
- older – n=17 – 71.0 
(SE 4.3) years 
 
 
 

Subjects (very) high 
physical activity score 
and estimated VO2max 
good to excellent: 
- young – n=15 – 25.2 
(SE 5.0) years 
- older – n=14 – 71.2 
(SE 4.4) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintained 
usual levels of 
physical activity 
- Session: warm-up, 
20 min endurance 
training, resistance 
training, stretching, 
cool-down 

Venous blood 
– pre and post 
program  

Flow cytometry (CD14, 
TLR2, TLR4) 
Whole blood 
stimulation with LPS or 
PGN (24h) with ELISA 

TLR2 on CD14+ cells: 
no training-effect; 
overall post-value 
↓ compared to pre-
value 
TLR4 on CD14+ cells: 
↓ in trained group; 
CG = 

CD14: no significant 
differences 
LPS-stimulated IL-6: ↓ in 
trained groups; values 
post program lower in 
young compared to 
elderly 
LPS-stimulated IL-1β and 
TNF-α: no training effect; 
IL-1β values post program 
lower in young compared 
to elderly 
PGN-stimulated IL-6: no 
training effect; post 
program values lower in 
young compared to pre; 
pre values in young 
higher compared to 
elderly 
PGN-stimulated TNF-α: 
no significant differences 
PGN-stimulated IL-1β: 
post values on average 
lower than pre 

Timmerman, 
2008(187) 

Physically inactive 
subjects (PI) (no 
regular physical 
activity in the last 6 
months and VO2max 
<26 mL/kg/min for 
male and <23 
mL/kg/min for female) 
– n=15 (4 ♂, 11 ♀) – 71 
(SD 5.74) years 

Physically active 
subjects (PA) 
(exercising ≥3 
days/week in the last 6 
months and VO2max 
>35 mL/kg/min for 
male and >28 
mL/kg/min for female) 
– n=15 (8 ♂, 7 ♀) – 70 
(SD 4.56) years 

- Training program: 
3 sessions/week for 
12 weeks 
- CG: maintain 
physically active 
lifestyle 
- Session: treadmill 
running for 20 min 
at 60-70% HRR and 
resistance exercise 
for 30 min at 70-
80% 1RM (2 sets of 
8 exercises) 

Venous blood 
– pre and post 
program 

Flow cytometry (CD14, 
CD16, TLR4) 
Whole blood 
stimulation with LPS or 
LPS + polymyxin B 
(24h) with ELISA 

TLR4: ↑ on classical 
monocytes from PI 
than from PA; no 
baseline difference 
CD14+TLR4; no post-
training differences 
 

BMI: lower in PA at 
baseline 
Monocyte counts: ↓ 
inflammatory monocytes 
in PA at baseline; after 
training ↓ in PI 
Unstimulated whole 
blood: baseline TNF-
α/CD14+ monocyte lower 
in PA compared to PI; ↓ 
in PI after training 
LPS-stimulated whole 
blood: ↓TNF-α in PI after 
training; addition of 
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polymyxine B blunted 
cytokine production 

Age is given as mean unless otherwise stated. Abbreviations: 1RM, one-repetition maximum; CD, cluster of differentiation; CG, control group; ELISA, enzyme-linked immunosorbent assay; 
HHR, heart rate reserve; HSP, heat shock protein; IL, interleukine; IQR, interquartile range; IRF, interferon regulatory transcription factor; LPS, lipopolysaccharide; MHR, maximal heart rate; 
min, minute; mRNA, messenger RNA; NF-κB, nuclear factor kappa B; PBMC, peripheral blood mononuclear cells; PGN, peptidoglycan; qPCR, quantitative polymerase chain reaction; SD, 
standard deviation; SE, standard error; T2DM, type 2 diabetes mellitus; TNF, tumor necrosis factor; TLR, toll-like receptor. 
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First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Ferrer, 
2018(54) 

Healthy elderly 
volunteers (n=116) 
with later 
categorisation into 
active and passive 
based on terciles of 
average MET in the 
last year: 
- active (1st tercile): 
male 62.5 (SEM 0.9) 
years, female 67.4 
(SEM 1.0) years 
- sedentary (3rd 
tercile): male 64.6 
(SEM 1.1) years, 
female 67.3 (SEM 1.1) 
years 

/ / Venous blood 
– after 
overnight fast 

ELISA (IL-6) 
Guaiacol oxidation 
(MPO) 
qPCR of PBMC (TLR4, 
NF-κB, IL-1β, IL-1Ra, IL-
6, IL-10, TNF-α) 
Western blot of PBMC 
(TLR2, TLR4) 

TLR4 mRNA: ↑ in 
active males 
compared to active 
females 
TLR2 and TLR4 
protein: ↑ TLR2 in 
active compared to 
the sedentary; TLR4 
= (no impact of sex 
or activity) 

Cell count: ↓ total 
leukocyte, neutrophil and 
lymphocyte counts in the 
active group 
Plasma IL-6 and MPO: ↓ 
levels of IL-6 in the active 
group; MPO = 
Gene expression: ↑ IL-10 
in active males compared 
to sedentary males; ↑ 
NF-κB in active 
participants compared to 
sedentary; no impact of 
group or sex on IL-1Ra, IL-
1β, IL-6, NF-κB or TNF-α 

Flynn, 2003(58) See “Flynn et al. 2003” in Supplementary Table 2 
Lundeland, 
2012(110) 

Healthy and well-
trained male cadets – 
n=8 – 24.1 (2.5) years 

/ - Ranger training 
course 
- Semi-continuous 
physical strain with 
restriction on sleep 
and food intake 
during 7 days 

Venous blood 
– day 0, 3, 5 
and 7 

Flow cytometry (CD14, 
TLR4) 
Whole blood 
stimulation with saline 
or LPS (during 6h) with 
ELISA 
Gas chromatography 
(NEFAs) 

Monocyte TLR4: = 
(non-significant ↑ 
expression over 
time) 
 

Cell count: total leukocyte 
count ↑ until day 5 (with 
a parallel ↑ in 
granulocytes); monocyte 
count ↓ until day 3 
followed by an increase 
Cytokine after LPS 
stimulation: TNF-α, IL-1β 
and IL-6 (per monocyte) 
↑ at day 3 followed by ↓ 
to below baseline at day 5 
and 7 
Whole blood stimulation: 
↑ TLR expression day 3-7 
with saline- and LPS-
stimulation 
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Gas chromatography: 
NEFA ↑ on day 3, 5 and 
7; ↑ UFA/SFA ratio 

McFarlin, 
2004(116) 

See “McFarlin et al. 2004” in Supplementary Table 2 

McFarlin, 
2006(115) 

Subjects with an active 
lifestyle and VO2max > 
average 
- young – n=21 – 24 
(SD 4.8) years 
- elderly – n=23 – 72 
(SD 5) years 

Subjects with an 
inactive lifestyle and 
VO2max < average 
- young – n=19 – 24 
(SD 5.1) years 
- elderly – n=21 – 69 
(SD 4) years 

/ Venous blood 
– after 72h 
without prior 
exercise 

Flow cytometry (TLR4, 
CD14) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

↑ TLR4 in inactive 
compared to active 

Leukocyte counts: no 
differences leukocyte or 
monocyte count 
CD14+ count: no 
significant differences 
LPS-stimulated IL-6: 
inactive ↑ compared to 
active 
LPS-stimulated IL-1β: 
young active ↑ compared 
to old active; old-inactive 
↑ compared than young 
active 
LPS-stimulated TNF-α: 
inactive ↑ compared to 
active 

Rodriguez-
Miguelez, 
2015(155) 

Seniors without 
experience in whole 
body vibration – n=16 
– 71.04 (SEM 1.5) 
years 
 

Seniors without 
experience in whole 
body vibration – n=12 
– 70.0 (SEM 0.9) years 
 

- Whole body 
vibration training 
program 
- CG: normal 
routine 
- 2 sessions/week 
for 8 weeks of static 
and dynamic 
exercises (training 
volume and 
vibration frequency 
gradually increased) 

Venous blood 
– 5-6 days pre 
and post 
program 

qPCR of PBMC (TNF-α, 
IL-10) 
Western blot of PBMC 
(HSP60, HSP70, TLR2, 
TLR4, TRIF, MyD88, 
TNF-α) 
ELISA (TNF-α) 

↓TLR2, TLR4 in 
trained group only 
 

TNF-α serum level, mRNA 
and protein: mRNA =; ↓ 
plasma and protein in 
trained group 
IL-10 mRNA and protein: 
↑ mRNA and protein 
after program in trained 
group 
HSP60 and HSP70: 
↑HSP60 and ↓HSP70 
after program in trained 
group 
MyD88, TRIF and p65: 
↓MyD88, TRIF and p65 
after program in trained 
group 

Shimizu, 
2015(167) 

Competitive collegiate 
male kendo athletes: 
- placebo-
supplemented group – 

/ - Kendo training 
camp 
- morning (2.5h) 
and afternoon 

Venous blood 
– 14 days 
before camp 
and day 1, 3, 

Flow cytometry (CD14, 
TLR4) 

CD14+/TLR4+ cells: 
↑ day 3, 5 and 
post-training 

Cell count: ↑ total 
leukocytes on day 3 with 
normalisation post-
training; monocytes = 
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First author, 
year 

Study population – n 
(sex distribution) – age 

Control group if 
applicable – n (sex 
distribution) - age 

Experimental design 
Exercise 
intervention 

Study 
specimen – 
moment of 
collection 

Analytical technique 
(analyses) 

Outcome related to 
TLR 

Other outcomes 

Ferrer, 
2018(54) 

Healthy elderly 
volunteers (n=116) 
with later 
categorisation into 
active and passive 
based on terciles of 
average MET in the 
last year: 
- active (1st tercile): 
male 62.5 (SEM 0.9) 
years, female 67.4 
(SEM 1.0) years 
- sedentary (3rd 
tercile): male 64.6 
(SEM 1.1) years, 
female 67.3 (SEM 1.1) 
years 

/ / Venous blood 
– after 
overnight fast 

ELISA (IL-6) 
Guaiacol oxidation 
(MPO) 
qPCR of PBMC (TLR4, 
NF-κB, IL-1β, IL-1Ra, IL-
6, IL-10, TNF-α) 
Western blot of PBMC 
(TLR2, TLR4) 

TLR4 mRNA: ↑ in 
active males 
compared to active 
females 
TLR2 and TLR4 
protein: ↑ TLR2 in 
active compared to 
the sedentary; TLR4 
= (no impact of sex 
or activity) 

Cell count: ↓ total 
leukocyte, neutrophil and 
lymphocyte counts in the 
active group 
Plasma IL-6 and MPO: ↓ 
levels of IL-6 in the active 
group; MPO = 
Gene expression: ↑ IL-10 
in active males compared 
to sedentary males; ↑ 
NF-κB in active 
participants compared to 
sedentary; no impact of 
group or sex on IL-1Ra, IL-
1β, IL-6, NF-κB or TNF-α 

Flynn, 2003(58) See “Flynn et al. 2003” in Supplementary Table 2 
Lundeland, 
2012(110) 

Healthy and well-
trained male cadets – 
n=8 – 24.1 (2.5) years 

/ - Ranger training 
course 
- Semi-continuous 
physical strain with 
restriction on sleep 
and food intake 
during 7 days 

Venous blood 
– day 0, 3, 5 
and 7 

Flow cytometry (CD14, 
TLR4) 
Whole blood 
stimulation with saline 
or LPS (during 6h) with 
ELISA 
Gas chromatography 
(NEFAs) 

Monocyte TLR4: = 
(non-significant ↑ 
expression over 
time) 
 

Cell count: total leukocyte 
count ↑ until day 5 (with 
a parallel ↑ in 
granulocytes); monocyte 
count ↓ until day 3 
followed by an increase 
Cytokine after LPS 
stimulation: TNF-α, IL-1β 
and IL-6 (per monocyte) 
↑ at day 3 followed by ↓ 
to below baseline at day 5 
and 7 
Whole blood stimulation: 
↑ TLR expression day 3-7 
with saline- and LPS-
stimulation 

68 
 

Gas chromatography: 
NEFA ↑ on day 3, 5 and 
7; ↑ UFA/SFA ratio 

McFarlin, 
2004(116) 

See “McFarlin et al. 2004” in Supplementary Table 2 

McFarlin, 
2006(115) 

Subjects with an active 
lifestyle and VO2max > 
average 
- young – n=21 – 24 
(SD 4.8) years 
- elderly – n=23 – 72 
(SD 5) years 

Subjects with an 
inactive lifestyle and 
VO2max < average 
- young – n=19 – 24 
(SD 5.1) years 
- elderly – n=21 – 69 
(SD 4) years 

/ Venous blood 
– after 72h 
without prior 
exercise 

Flow cytometry (TLR4, 
CD14) 
Whole blood 
stimulation with LPS 
(24h) with ELISA 

↑ TLR4 in inactive 
compared to active 

Leukocyte counts: no 
differences leukocyte or 
monocyte count 
CD14+ count: no 
significant differences 
LPS-stimulated IL-6: 
inactive ↑ compared to 
active 
LPS-stimulated IL-1β: 
young active ↑ compared 
to old active; old-inactive 
↑ compared than young 
active 
LPS-stimulated TNF-α: 
inactive ↑ compared to 
active 

Rodriguez-
Miguelez, 
2015(155) 

Seniors without 
experience in whole 
body vibration – n=16 
– 71.04 (SEM 1.5) 
years 
 

Seniors without 
experience in whole 
body vibration – n=12 
– 70.0 (SEM 0.9) years 
 

- Whole body 
vibration training 
program 
- CG: normal 
routine 
- 2 sessions/week 
for 8 weeks of static 
and dynamic 
exercises (training 
volume and 
vibration frequency 
gradually increased) 

Venous blood 
– 5-6 days pre 
and post 
program 

qPCR of PBMC (TNF-α, 
IL-10) 
Western blot of PBMC 
(HSP60, HSP70, TLR2, 
TLR4, TRIF, MyD88, 
TNF-α) 
ELISA (TNF-α) 

↓TLR2, TLR4 in 
trained group only 
 

TNF-α serum level, mRNA 
and protein: mRNA =; ↓ 
plasma and protein in 
trained group 
IL-10 mRNA and protein: 
↑ mRNA and protein 
after program in trained 
group 
HSP60 and HSP70: 
↑HSP60 and ↓HSP70 
after program in trained 
group 
MyD88, TRIF and p65: 
↓MyD88, TRIF and p65 
after program in trained 
group 

Shimizu, 
2015(167) 

Competitive collegiate 
male kendo athletes: 
- placebo-
supplemented group – 

/ - Kendo training 
camp 
- morning (2.5h) 
and afternoon 

Venous blood 
– 14 days 
before camp 
and day 1, 3, 

Flow cytometry (CD14, 
TLR4) 

CD14+/TLR4+ cells: 
↑ day 3, 5 and 
post-training 

Cell count: ↑ total 
leukocytes on day 3 with 
normalisation post-
training; monocytes = 

69 
 

n=9 – 19.7 (SE 0.9) 
years 
- coenzyme Q10-
supplemented group – 
n=9 (not considered in 
this review) 

session (3h) each 
day during 6 days 

and 5 of the 
camp and 7 
days after 
finishing 

compared to 
baseline 

Timmerman, 
2016(186) 

Healthy elderly 
volunteers – n=26 (9 
♂, 17 ♀) – 68 (SD 4) 
years 

/ /  
(self-reported 
physical activity 
questionnaire and 
cardiorespiratory 
fitness test) 

Vastus lateralis 
muscle biopsy 
– no physical 
activity in 
preceding 48h 

Western blot (TLR4, 
membrane-bound 
TNF-α, soluble TNF-α) 

TLR4 expression: ↑ 
in women 
compared to men; 
negative correlation 
with self-reported 
physical activity in 
men (also after 
correction for body 
fat or BMI); positive 
correlation with 
self-reported 
physical activity in 
women (not 
significant after 
controlling for body 
fat or BMI) 

Membrane-bound and 
soluble TNF-α: no 
correlation with self-
reported physical activity 

Zheng, 
2015(212) 

Students of the 
university badminton 
club with 3/week 2h of 
exercise – n=20 (10 ♂, 
10 ♀) – 20.8 (SD 2.1) 
years 

Healthy sedentary 
students (CG) – n=25 
(12 ♂, 13 ♀) – 21.8 
(2.1) years 

None Venous blood - 
after obtaining 
informed 
consent 

ELISA (IL-6, TNF-α, IFN-
γ) 
Flow cytometry (DC 
subsets) 
PBMC or DC 
stimulation assay with 
heat-inactivated S. 
pyogenes, hepatitis B 
core antigen (24h) 
qPCR of PBMC (TLR2, 
TLR4 TLR7, MyD88) 

Unstimulated, 
hepatitis core 
antigen or S. 
pyogenes 
stimulated mRNA: 
↑ TLR2, TLR7 and in 
exercise group vs. 
CG except for TLR7 
in S. pyogenes =; 
TLR4 = 

Plasma cytokines: IL-6, 
TNF-α, IFN-γ = 
DC subsets: no 
differences between both 
groups 
Unstimulated PBMC 
culture: ↑IL-6 and TNF-α 
in CG vs. exercise group; 
IFN-γ = 
PBMC stimulation with 
hepatitis core antigen or 
S. pyogenes: ↑ IL-6, TNF-
α and IFN-γ in exercise 
group vs. CG 
DC stimulation with 
hepatitis core antigen or 
S. pyogenes: ↑ IL-12 and 
IFN-α in exercise group 
vs. CG 

70 
 

Unstimulated, hepatitis 
core antigen or S. 
pyogenes stimulated 
MyD88 mRNA: ↑ MyD88 
in exercise group vs. CG  

Age is given as mean unless otherwise stated. Abbreviations: CD, cluster of differentiation; CG, control group; DC, dendritic cell; ELISA, enzyme-linked immunosorbent assay; h, hour; HSP, 
heat shock protein; IFN, interferon; IL, interleukine; LPS, lipopolysaccharide; MET, metabolic equivalent of task; MPO, myeloperoxidase; mRNA, messenger RNA; MyD88, myeloid 
differentiation primary response gene 88; NEFA, non-esterified fatty acid; NF-κB, nuclear factor kappa B; PBMC, peripheral blood mononuclear cells; qPCR, quantitative polymerase chain 
reaction; ra, receptor antagonist; SD, standard deviation; SE, standard error; SEM, standard error of the mean; SFA, saturated fatty acid; TNF, tumor necrosis factor; TLR, toll-like receptor; 
TRIF, TIR-domain-containing adaptor protein-inducing interferon-β; UFA, unsaturated fatty acid. 

 1056 

 1057 

69 
 

n=9 – 19.7 (SE 0.9) 
years 
- coenzyme Q10-
supplemented group – 
n=9 (not considered in 
this review) 

session (3h) each 
day during 6 days 

and 5 of the 
camp and 7 
days after 
finishing 

compared to 
baseline 

Timmerman, 
2016(186) 

Healthy elderly 
volunteers – n=26 (9 
♂, 17 ♀) – 68 (SD 4) 
years 

/ /  
(self-reported 
physical activity 
questionnaire and 
cardiorespiratory 
fitness test) 

Vastus lateralis 
muscle biopsy 
– no physical 
activity in 
preceding 48h 

Western blot (TLR4, 
membrane-bound 
TNF-α, soluble TNF-α) 

TLR4 expression: ↑ 
in women 
compared to men; 
negative correlation 
with self-reported 
physical activity in 
men (also after 
correction for body 
fat or BMI); positive 
correlation with 
self-reported 
physical activity in 
women (not 
significant after 
controlling for body 
fat or BMI) 

Membrane-bound and 
soluble TNF-α: no 
correlation with self-
reported physical activity 

Zheng, 
2015(212) 

Students of the 
university badminton 
club with 3/week 2h of 
exercise – n=20 (10 ♂, 
10 ♀) – 20.8 (SD 2.1) 
years 

Healthy sedentary 
students (CG) – n=25 
(12 ♂, 13 ♀) – 21.8 
(2.1) years 

None Venous blood - 
after obtaining 
informed 
consent 

ELISA (IL-6, TNF-α, IFN-
γ) 
Flow cytometry (DC 
subsets) 
PBMC or DC 
stimulation assay with 
heat-inactivated S. 
pyogenes, hepatitis B 
core antigen (24h) 
qPCR of PBMC (TLR2, 
TLR4 TLR7, MyD88) 

Unstimulated, 
hepatitis core 
antigen or S. 
pyogenes 
stimulated mRNA: 
↑ TLR2, TLR7 and in 
exercise group vs. 
CG except for TLR7 
in S. pyogenes =; 
TLR4 = 

Plasma cytokines: IL-6, 
TNF-α, IFN-γ = 
DC subsets: no 
differences between both 
groups 
Unstimulated PBMC 
culture: ↑IL-6 and TNF-α 
in CG vs. exercise group; 
IFN-γ = 
PBMC stimulation with 
hepatitis core antigen or 
S. pyogenes: ↑ IL-6, TNF-
α and IFN-γ in exercise 
group vs. CG 
DC stimulation with 
hepatitis core antigen or 
S. pyogenes: ↑ IL-12 and 
IFN-α in exercise group 
vs. CG 



EIR 27 2021

Exercise and TLRs 117

References 

1.	 Abbasi A, de Paula Vieira R, Bischof F, Walter M, Movassaghi 
M, Berchtold NC, Niess AM, Cotman CW, and Northoff H. 
Sex-specific variation in signaling pathways and gene expres-
sion patterns in human leukocytes in response to endotoxin and 
exercise. Journal of Neuroinflammation 13: 2016.

2.	 Abbasi A, Hauth M, Walter M, Hudemann J, Wank V, Niess AM, 
and Northoff H. Exhaustive exercise modifies different gene ex-
pression profiles and pathways in LPS-stimulated and un-stimulated 
whole blood cultures. Brain Behav Immun 39: 130-141, 2014.

3.	 Aboodarda SJ, George J, Mokhtar AH, and Thompson M. Mus-
cle strength and damage following two modes of variable resis-
tance training. Journal of sports science & medicine 10: 635-
642, 2011.

4.	 Alegre ML, Leemans J, Le Moine A, Florquin S, De Wilde V, 
Chong A, and Goldman M. The Multiple Facets of Toll-like Re-
ceptors in Transplantation Biology. Transplantation 81: 2015.

5.	 Alfatlawi RB, Aljazaeri TD, Majeed ML, and Hadi NR. The in-
flammatory response to resistance training and the expression of 
toll-like receptor-4 gene impact in elderly women. International 
Journal of Pharmaceutical Research 11: 270-278, 2019.

6.	 Antunes KH, Becker A, Franceschina C, de Freitas DDN, Lape 
I, da Cunha MD, Leitao L, Rigo MM, Pinto LA, Stein RT, and 
de Souza APD. Respiratory syncytial virus reduces STAT3 phos-
phorylation in human memory CD8 T cells stimulated with IL-
21. Sci Rep 9: 17766, 2019.

7.	 Asea A, Rehli M, Kabingu E, Boch JA, Bare O, Auron PE, Ste-
venson MA, and Calderwood SK. Novel signal transduction 
pathway utilized by extracellular HSP70: role of toll-like recep-
tor (TLR) 2 and TLR4. The Journal of biological chemistry 277: 
15028-15034, 2002.

8.	 Baggish AL, Hale A, Weiner RB, Lewis GD, Systrom D, Wang 
F, Wang TJ, and Chan SY. Dynamic regulation of circulating mi-
croRNA during acute exhaustive exercise and sustained aerobic 
exercise training. J Physiol 589: 3983-3994, 2011.

9.	 Barry A, Cronin O, Ryan AM, Sweeney B, Yap SM, O’Toole O, 
Allen AP, Clarke G, O’Halloran KD, and Downer EJ. Impact 
of exercise on innate immunity in multiple sclerosis progression 
and symptomatology. Frontiers in Physiology 7: 2016.

10.	 Bartlett DB, Shepherd SO, Wilson OJ, Adlan AM, Wagenmakers 
AJM, Shaw CS, and Lord JM. Neutrophil and monocyte bac-
tericidal responses to 10 weeks of low-volume high-intensity 
interval or moderate-intensity continuous training in sedentary 
adults. Oxidative Medicine and Cellular Longevity 2017: 2017.

11.	 Bartlett DB, Willis LH, Slentz CA, Hoselton A, Kelly L, Huebner 
JL, Kraus VB, Moss J, Muehlbauer MJ, Spielmann G, Kraus WE, 
Lord JM, and Huffman KM. Ten weeks of high-intensity interval 
walk training is associated with reduced disease activity and im-
proved innate immune function in older adults with rheumatoid 
arthritis: A pilot study. Arthritis Research and Therapy 20: 2018.

12.	 Bergman BC, Brozinick JT, Strauss A, Bacon S, Kerege A, Bui 
HH, Sanders P, Siddall P, Wei T, Thomas MK, Kuo MS, and Per-
reault L. Muscle sphingolipids during rest and exercise: a C18:0 
signature for insulin resistance in humans. Diabetologia 59: 785-
798, 2016.

13.	 Bieback K, Lien E, Klagge IM, Avota E, Schneider-Schaulies 
J, Duprex WP, Wagner H, Kirschning CJ, Ter Meulen V, and 
Schneider-Schaulies S. Hemagglutinin protein of wild-type 
measles virus activates toll-like receptor 2 signaling. J Virol 76: 
8729-8736, 2002.

14.	 Biragyn A, Ruffini PA, Leifer CA, Klyushnenkova E, Shakhov 
A, Chertov O, Shirakawa AK, Farber JM, Segal DM, Oppen-
heim JJ, and Kwak LW. Toll-like receptor 4-dependent activa-
tion of dendritic cells by beta-defensin 2. Science (New York, 
NY) 298: 1025-1029, 2002.

15.	 Biswas A, Banerjee P, and Biswas T. Porin of Shigella dysenteriae 
directly promotes toll-like receptor 2-mediated CD4+ T cell sur-
vival and effector function. Mol Immunol 46: 3076-3085, 2009.

16.	 Boehler JF, Horn A, Novak JS, Li N, Ghimbovschi S, Lundberg 
IE, Alexanderson H, Alemo Munters L, Jaiswal JK, and Nagaraju 
K. Mitochondrial dysfunction and role of harakiri in the pathogen-
esis of myositis. Journal of Pathology 249: 215-226, 2019.

17.	 Booth S, Florida-James GD, McFarlin BK, Spielmann G, 
O’Connor DP, and Simpson RJ. The impact of acute strenuous 
exercise on TLR2, TLR4 and HLA.DR expression on human 
blood monocytes induced by autologous serum. Eur J Appl 
Physiol 110: 1259-1268, 2010.

18.	 Boutagy NE, McMillan RP, Frisard MI, and Hulver MW. Meta-
bolic endotoxemia with obesity: Is it real and is it relevant? Bio-
chimie 124: 11-20, 2016.

19.	 Breitbach S, Tug S, and Simon P. Circulating cell-free DNA: 
an up-coming molecular marker in exercise physiology. Sports 
medicine (Auckland, NZ) 42: 565-586, 2012.

20.	 Campbell JP, and Turner JE. Debunking the Myth of Exercise-In-
duced Immune Suppression: Redefining the Impact of Exercise 
on Immunological Health Across the Lifespan. Frontiers in im-
munology 9: 648, 2018.

21.	 Campos MA, Almeida IC, Takeuchi O, Akira S, Valente EP, Procopio 
DO, Travassos LR, Smith JA, Golenbock DT, and Gazzinelli RT. Ac-
tivation of Toll-like receptor-2 by glycosylphosphatidylinositol an-
chors from a protozoan parasite. J Immunol 167: 416-423, 2001.

22.	 Capó X, Martorell M, Llompart I, Sureda A, Tur JA, and Pons 
A. Docosahexanoic acid diet supplementation attenuates the 
peripheral mononuclear cell inflammatory response to exercise 
following LPS activation. Cytokine 69: 155-164, 2014.

23.	 Capó X, Martorell M, Sureda A, Batle JM, Tur JA, and Pons A. Do-
cosahexaenoic diet supplementation, exercise and temperature affect 
cytokine production by lipopolysaccharide-stimulated mononuclear 
cells. Journal of physiology and biochemistry 72: 421-434, 2016.

24.	 Capó X, Martorell M, Sureda A, Riera J, Drobnic F, Tur JA, and 
Pons A. Effects of almond- and olive oil-based docosahexaeno-
ic- and vitamin E-enriched beverage dietary supplementation on 
inflammation associated to exercise and age. Nutrients 8: 2016.

25.	 Carpenter KC, Strohacker K, Breslin WL, Lowder TW, Agha 
NH, and McFarlin BK. Effects of exercise on weight loss and 
monocytes in obese mice. Comp Med 62: 21-26, 2012.

26.	 Cavaillon JM. Pro- versus anti-inflammatory cytokines: myth or 
reality. Cellular and molecular biology (Noisy-le-Grand, France) 
47: 695-702, 2001.

27.	 Cavalcante PAM, Gregnani MF, Henrique JS, Ornellas FH, and 
Araujo RC. Aerobic but not Resistance Exercise Can Induce In-
flammatory Pathways via Toll-Like 2 and 4: a Systematic Re-
view. Sports medicine - open 3: 42, 2017.

28.	 Cerqueira E, Marinho DA, Neiva HP, and Lourenco O. Inflam-
matory Effects of High and Moderate Intensity Exercise-A Sys-
tematic Review. Front Physiol 10: 1550, 2019.

29.	 Chase MA, Wheeler DS, Lierl KM, Hughes VS, Wong HR, and 
Page K. Hsp72 induces inflammation and regulates cytokine 
production in airway epithelium through a TLR4- and NF-kap-
paB-dependent mechanism. Journal of immunology (Baltimore, 
Md : 1950) 179: 6318-6324, 2007.



EIR 27 2021

118 Exercise and TLRs

30.	 Chaudhry SR, Hafez A, Rezai Jahromi B, Kinfe TM, Lamprecht 
A, Niemela M, and Muhammad S. Role of Damage Associat-
ed Molecular Pattern Molecules (DAMPs) in Aneurysmal Sub-
arachnoid Hemorrhage (aSAH). International journal of molecu-
lar sciences 19: 2018.

31.	 Chen C, Nakagawa S, An Y, Ito K, Kitaichi Y, and Kusumi I. The 
exercise-glucocorticoid paradox: How exercise is beneficial to 
cognition, mood, and the brain while increasing glucocorticoid 
levels. Frontiers in neuroendocrinology 44: 83-102, 2017.

32.	 Chen R, Feng L, Ruan M, Liu X, Adriouch S, and Liao H. Me-
chanical-stretch of C2C12 myoblasts inhibits expression of toll-
like receptor 3 (TLR3) and of autoantigens associated with in-
flammatory myopathies. PLoS ONE 8: 2013.

33.	 Cheng A, Dong Y, Zhu F, Liu Y, Hou FF, and Nie J. AGE-LDL 
activates Toll like receptor 4 pathway and promotes inflammato-
ry cytokines production in renal tubular epithelial cells. Int J Biol 
Sci 9: 94-107, 2013.

34.	 Cheng YY, Kao CL, Ma HI, Hung CH, Wang CT, Liu DH, Chen 
PY, and Tsai KL. SIRT1-related inhibition of pro-inflammatory 
responses and oxidative stress are involved in the mechanism of 
nonspecific low back pain relief after exercise through modula-
tion of Toll-like receptor 4. J Biochem 158: 299-308, 2015.

35.	 Child MO, Leggate M, and Gleeson M. Effects of Two Weeks of 
High-Intensity Interval Training (HIIT) on Monocyte TLR2 and 
TLR4 Expression in High BMI Sedentary Men. International 
Journal of Exercise Science 6: 81-90, 2013.

36.	 Chiron D, Bekeredjian-Ding I, Pellat-Deceunynck C, Bataille R, 
and Jego G. Toll-like receptors: lessons to learn from normal and 
malignant human B cells. Blood 112: 2205-2213, 2008.

37.	 Choi DH, Kwon IS, Koo JH, Jang YC, Kang EB, Byun JE, Um 
HS, Park HS, Yeom DC, Cho IH, and Cho JY. The effect of tread-
mill exercise on inflammatory responses in rat model of streptozo-
tocin-induced experimental dementia of Alzheimer’s type. Journal 
of exercise nutrition & biochemistry 18: 225-233, 2014.

38.	 Coen PM, Flynn MG, Markofski MM, Pence BD, and 
Hannemann RE. Adding exercise to rosuvastatin treatment: in-
fluence on C-reactive protein, monocyte toll-like receptor 4 ex-
pression, and inflammatory monocyte (CD14+CD16+) popula-
tion. Metabolism 59: 1775-1783, 2010.

39.	 Collao N, Rada I, Francaux M, Deldicque L, and Zbinden-Fon-
cea H. Anti-Inflammatory Effect of Exercise Mediated by Toll-
Like Receptor Regulation in Innate Immune Cells–A Review. 
International Reviews of Immunology 2019.

40.	 Colleluori G, Aguirre L, Phadnis U, Fowler K, Armamento-Vil-
lareal R, Sun Z, Brunetti L, Hyoung Park J, Kaipparettu BA, 
Putluri N, Auetumrongsawat V, Yarasheski K, Qualls C, and 
Villareal DT. Aerobic Plus Resistance Exercise in Obese Older 
Adults Improves Muscle Protein Synthesis and Preserves Myo-
cellular Quality Despite Weight Loss. Cell Metabolism 30: 261-
273.e266, 2019.

41.	 Deckx N, Wens I, Nuyts AH, Hens N, De Winter BY, Koppen G, 
Goossens H, Van Damme P, Berneman ZN, Eijnde BO, and et 
al. 12 Weeks of Combined Endurance and Resistance Training 
Reduces Innate Markers of Inflammation in a Randomized Con-
trolled Clinical Trial in Patients with Multiple Sclerosis. Media-
tors Inflamm 2016: 6789276, 2016.

42.	 Deckx N, Wens I, Nuyts AH, Lee WP, Hens N, Koppen G, Goos-
sens H, Van Damme P, Berneman ZN, Eijnde BO, and Cools N. 
Rapid Exercise-Induced Mobilization of Dendritic Cells Is Po-
tentially Mediated by a Flt3L- and MMP-9-Dependent Process 
in Multiple Sclerosis. Mediators Inflamm 2015: 158956, 2015.

43.	 Durrer C, Francois M, Neudorf H, and Little JP. Acute high-in-
tensity interval exercise reduces human monocyte Toll-like re-
ceptor 2 expression in type 2 diabetes. Am J Physiol Regul Integr 
Comp Physiol 312: R529-R538, 2017.

44.	 Ehrchen JM, Sunderkotter C, Foell D, Vogl T, and Roth J. The 
endogenous Toll-like receptor 4 agonist S100A8/S100A9 (cal-
protectin) as innate amplifier of infection, autoimmunity, and 
cancer. J Leukoc Biol 86: 557-566, 2009.

45.	 Esposito LM, Simpson RJ, Strohacker K, Carpenter KC, and 
McFarlin BK. Defining a longitudinal survival model to examine 
forced treadmill running as a countermeasure for diet-induced 
weight gain. Lab Anim 44: 305-311, 2010.

46.	 Estebanez B, Rodriguez AL, Visavadiya NP, Whitehurst M, Cue-
vas MJ, Gonzalez-Gallego J, and Huang CJ. Aerobic Training 
Down-Regulates Pentraxin 3 and Pentraxin 3/Toll-Like Recep-
tor 4 Ratio, Irrespective of Oxidative Stress Response, in Elderly 
Subjects. Antioxidants (Basel) 9: 2020.

47.	 Fabbri M. TLRs as miRNA Receptors. Cancer Research 72: 
6333-6337, 2012.

48.	 Falgiano PA, Gillum TL, Schall ZJ, Strag HR, and Kuennen 
MR. Dietary curcumin supplementation does not alter peripheral 
blood mononuclear cell responses to exertional heat stress. Eur J 
Appl Physiol 118: 2707-2717, 2018.

49.	 Febbraio MA. Exercise and inflammation. J Appl Physiol (1985) 
103: 376-377, 2007.

50.	 Feng Y, and Chao W. Toll-like receptors and myocardial inflam-
mation. International journal of inflammation 2011: 170352, 2011.

51.	 Fernandez-Gonzalo R, De Paz JA, Rodriguez-Miguelez P, Cue-
vas MJ, and González-Gallego J. Effects of eccentric exercise on 
toll-like receptor 4 signaling pathway in peripheral blood mono-
nuclear cells. J Appl Physiol (1985) 112: 2011-2018, 2012.

52.	 Fernandez-Gonzalo R, De Paz JA, Rodriguez-Miguelez P, Cue-
vas MJ, and González-Gallego J. TLR4-mediated blunting of 
inflammatory responses to eccentric exercise in young women. 
Mediators Inflamm 2014: 479395, 2014.

53.	 Ferrari L, Vicenzi M, Tarantini L, Barretta F, Sironi S, Baccarelli 
AA, Guazzi M, and Bollati V. Effects of physical exercise on 
endothelial function and DNA methylation. International Journal 
of Environmental Research and Public Health 16: 2019.

54.	 Ferrer MD, Capó X, Martorell M, Busquets-Cortés C, Bouzas C, 
Carreres S, Mateos D, Sureda A, Tur JA, and Pons A. Regular 
practice of moderate physical activity by older adults amelio-
rates their anti-inflammatory status. Nutrients 10: 2018.

55.	 Fischer H, Ellstrom P, Ekstrom K, Gustafsson L, Gustafsson M, 
and Svanborg C. Ceramide as a TLR4 agonist; a putative signal-
ling intermediate between sphingolipid receptors for microbial 
ligands and TLR4. Cellular Microbiology 9: 1239-1251, 2007.

56.	 Fisher J, and Steele J. Questioning the Resistance/Aerobic Train-
ing Dichotomy: A commentary on physiological adaptations 
determined by effort rather than exercise modality. Journal of 
human kinetics 44: 137-142, 2014.

57.	 Flynn MG, Markofski MM, and Carrillo AE. Elevated inflam-
matory status and increased risk of chronic disease in chrono-
logical aging: Inflamm-aging or inflamm-inactivity? Aging and 
Disease 10: 147-156, 2019.

58.	 Flynn MG, McFarlin BK, Phillips MD, Stewart LK, and Tim-
merman KL. Toll-like receptor 4 and CD14 mRNA expression 
are lower in resistive exercise-trained elderly women. Journal of 
Applied Physiology 95: 1833-1842, 2003.

59.	 Freidenreich DJ, and Volek JS. Immune responses to resistance 
exercise. Exerc Immunol Rev 18: 8-41, 2012.



EIR 27 2021

Exercise and TLRs 119

60.	 Frellstedt L, Gosset P, Kervoaze G, Hans A, Desmet C, Pirottin D, 
Bureau F, Lekeux P, and Art T. The innate immune response of equine 
bronchial epithelial cells is altered by training. Vet Res 46: 3, 2015.

61.	 Frisard MI, McMillan RP, Marchand J, Wahlberg KA, Wu Y, 
Voelker KA, Heilbronn L, Haynie K, Muoio B, Li L, and Hul-
ver MW. Toll-like receptor 4 modulates skeletal muscle substrate 
metabolism. American Journal of Physiology - Endocrinology 
and Metabolism 298: E988-E998, 2010.

62.	 Fuller KNZ, Valentine RJ, Miranda ER, Kumar P, Prabhakar BS, 
and Haus JM. A single high-fat meal alters human soluble RAGE 
profiles and PBMC RAGE expression with no effect of prior aer-
obic exercise. Physiol Rep 6: 2018.

63.	 Funderburg N, Lederman MM, Feng Z, Drage MG, Jadlowsky J, 
Harding CV, Weinberg A, and Sieg SF. Human -defensin-3 acti-
vates professional antigen-presenting cells via Toll-like receptors 
1 and 2. Proc Natl Acad Sci U S A 104: 18631-18635, 2007.

64.	 Fuse K, Chan G, Liu Y, Gudgeon P, Husain M, Chen M, Yeh 
WC, Akira S, and Liu PP. Myeloid differentiation factor-88 plays 
a crucial role in the pathogenesis of Coxsackievirus B3-induced 
myocarditis and influences type I interferon production. Circula-
tion 112: 2276-2285, 2005.

65.	 Ghosh S, Lertwattanarak R, Garduño Jd.e J, Galeana JJ, Li J, 
Zamarripa F, Lancaster JL, Mohan S, Hussey S, and Musi N. El-
evated muscle TLR4 expression and metabolic endotoxemia in 
human aging. J Gerontol A Biol Sci Med Sci 70: 232-246, 2015.

66.	 Giraldo E, Martin-Cordero L, Garcia JJ, Gerhmann M, Multhoff 
G, and Ortega E. Exercise-induced extracellular 72 kDa heat 
shock protein (Hsp72) stimulates neutrophil phagocytic and fun-
gicidal capacities via TLR-2. Eur J Appl Physiol 108: 217-225, 
2010.

67.	 Gjevestad GO, Holven KB, and Ulven SM. Effects of Exercise 
on Gene Expression of Inflammatory Markers in Human Periph-
eral Blood Cells: A Systematic Review. Current Cardiovascular 
Risk Reports 9: 2015.

68.	 Gleeson M, Bishop NC, Stensel DJ, Lindley MR, Mastana SS, 
and Nimmo MA. The anti-inflammatory effects of exercise: 
Mechanisms and implications for the prevention and treatment 
of disease. Nature Reviews Immunology 11: 607-610, 2011.

69.	 Gleeson M, McFarlin B, and Flynn M. Exercise and Toll-like 
receptors. Exerc Immunol Rev 12: 34-53, 2006.

70.	 Guillot L, Balloy V, McCormack FX, Golenbock DT, Chignard 
M, and Si-Tahar M. Cutting edge: the immunostimulatory activity 
of the lung surfactant protein-A involves Toll-like receptor 4. Jour-
nal of immunology (Baltimore, Md : 1950) 168: 5989-5992, 2002.

71.	 Guo YF, Xiao P, Lei SF, Deng FY, Xiao GG, Liu YZ, Chen XD, 
Li LM, Wu S, Chen Y, Jiang H, Tan LJ, Xie JY, Zhu XZ, Liang 
SP, and Deng HW. How is mRNA expression predictive for pro-
tein expression? A correlation study on human circulating mono-
cytes. Acta Bioch Bioph Sin 40: 426-436, 2008.

72.	 Gupta L, Bhattacharya S, Agarwal V, and Aggarwal A. Elevated 
levels of serum MRP8/14 in ankylosing spondylitis: associated 
with peripheral arthritis and active disease. Clinical rheumatolo-
gy 35: 3075-3079, 2016.

73.	 Hacker H, Tseng PH, and Karin M. Expanding TRAF function: 
TRAF3 as a tri-faced immune regulator. Nat Rev Immunol 11: 
457-468, 2011.

74.	 Hajjar AM, O’Mahony DS, Ozinsky A, Underhill DM, Aderem 
A, Klebanoff SJ, and Wilson CB. Cutting edge: functional inter-
actions between toll-like receptor (TLR) 2 and TLR1 or TLR6 
in response to phenol-soluble modulin. Journal of immunology 
(Baltimore, Md : 1950) 166: 15-19, 2001.

75.	 He F, Li J, Liu Z, Chuang CC, Yang W, and Zuo L. Redox Mech-
anism of Reactive Oxygen Species in Exercise. Frontiers in 
physiology 7: 486, 2016.

76.	 Heck TG, Scholer CM, and de Bittencourt PI. HSP70 expres-
sion: does it a novel fatigue signalling factor from immune sys-
tem to the brain? Cell Biochem Funct 29: 215-226, 2011.

77.	 Heinz S, Haehnel V, Karaghiosoff M, Schwarzfischer L, Muller 
M, Krause SW, and Rehli M. Species-specific regulation of Toll-
like receptor 3 genes in men and mice. The Journal of biological 
chemistry 278: 21502-21509, 2003.

78.	 Henrick BM, Yao XD, Zahoor MA, Abimiku A, Osawe S, and 
Rosenthal KL. TLR10 Senses HIV-1 Proteins and Significant-
ly Enhances HIV-1 Infection. Frontiers in immunology 10: 482, 
2019.

79.	 Hiratsuka S, Watanabe A, Sakurai Y, Akashi-Takamura S, 
Ishibashi S, Miyake K, Shibuya M, Akira S, Aburatani H, and 
Maru Y. The S100A8-serum amyloid A3-TLR4 paracrine cas-
cade establishes a pre-metastatic phase. Nature cell biology 10: 
1349-1355, 2008.

80.	 Hoebe K, Jiang Z, Georgel P, Tabeta K, Janssen E, Du X, and 
Beutler B. TLR signaling pathways: Opportunities for activation 
and blockade in pursuit of therapy. Current Pharmaceutical De-
sign 12: 4123-4134, 2006.

81.	 Holland AM, Hyatt HW, Smuder AJ, Sollanek KJ, Morton AB, 
Roberts MD, and Kavazis AN. Influence of endurance exercise 
training on antioxidant enzymes, tight junction proteins, and in-
flammatory markers in the rat ileum. BMC research notes 8: 514, 
2015.

82.	 Jin SA, Kim SK, Seo HJ, Kim M, Ahn KT, Kim JH, Park JH, Lee 
JH, Choi SW, and Jeong JO. The Curves Exercise Suppresses 
Endotoxemia in Korean Women with Obesity. Journal of Korean 
medical science 32: 272-277, 2017.

83.	 Jin X, Qin Q, Tu L, and Qu J. Glucocorticoids inhibit the innate 
immune system of human corneal fibroblast through their sup-
pression of toll-like receptors. Molecular vision 15: 2435-2441, 
2009.

84.	 Johnson GB, Riggs BL, and Platt JL. A genetic basis for the 
“Adonis” phenotype of low adiposity and strong bones. FASEB 
journal : official publication of the Federation of American Soci-
eties for Experimental Biology 18: 1282-1284, 2004.

85.	 Jongstra-Bilen J, Zhang CX, Wisnicki T, Li MK, White-Alfred 
S, Ilaalagan R, Ferri DM, Deonarain A, Wan MH, Hyduk SJ, 
Cummins CL, and Cybulsky MI. Oxidized Low-Density Lipo-
protein Loading of Macrophages Downregulates TLR-Induced 
Proinflammatory Responses in a Gene-Specific and Temporal 
Manner through Transcriptional Control. Journal of immunolo-
gy (Baltimore, Md : 1950) 199: 2149-2157, 2017.

86.	 Jun JK, Lee WL, Park HG, Lee SK, Jeong SH, and Lee YR. 
Moderate intensity exercise inhibits macrophage infiltration and 
attenuates adipocyte inflammation in ovariectomized rats. Jour-
nal of exercise nutrition & biochemistry 18: 119-127, 2014.

87.	 Kawanishi N, Yano H, Yokogawa Y, and Suzuki K. Exercise 
training inhibits inflammation in adipose tissue via both suppres-
sion of macrophage infiltration and acceleration of phenotypic 
switching from M1 to M2 macrophages in high-fat-diet-induced 
obese mice. Exerc Immunol Rev 16: 105-118, 2010.

88.	 Kawasaki T, and Kawai T. Toll-like receptor signaling pathways. 
Frontiers in immunology 5: 461, 2014.

89.	 Keech A, Vollmer-Conna U, Barry BK, and Lloyd AR. Gene ex-
pression in response to exercise in patients with chronic fatigue 
syndrome: A pilot study. Frontiers in Physiology 7: 2016.



EIR 27 2021

120 Exercise and TLRs

90.	 Keylock KT, Vieira VJ, Wallig MA, DiPietro LA, Schrementi M, 
and Woods JA. Exercise accelerates cutaneous wound healing 
and decreases wound inflammation in aged mice. Am J Physiol 
Regul Integr Comp Physiol 294: R179-184, 2008.

91.	 Koussounadis A, Langdon SP, Um IH, Harrison DJ, and Smith 
VA. Relationship between differentially expressed mRNA and 
mRNA-protein correlations in a xenograft model system. Sci 
Rep 5: 10775, 2015.

92.	 Lackermair K, Scherr J, Waidhauser G, Methe H, Hoster E, Nie-
man DC, Hanley A, Clauss S, Halle M, and Nickel T. Influence 
of polyphenol-rich diet on exercise-induced immunomodulation 
in male endurance athletes. Physiologie appliquee, nutrition et 
metabolisme [Applied physiology, nutrition, and metabolism] 
42: 1023-1030, 2017.

93.	 Laleman W, Claria J, Van der Merwe S, Moreau R, and Trebicka 
J. Systemic Inflammation and Acute-on-Chronic Liver Failure: 
Too Much, Not Enough. Canadian journal of gastroenterology & 
hepatology 2018: 1027152, 2018.

94.	 Lambert CP, Wright NR, Finck BN, and Villareal DT. Exercise 
but not diet-induced weight loss decreases skeletal muscle in-
flammatory gene expression in frail obese elderly persons. Jour-
nal of Applied Physiology 105: 473-478, 2008.

95.	 Lancaster GI, and Febbraio MA. The immunomodulating role of 
exercise in metabolic disease. Trends Immunol 35: 262-269, 2014.

96.	 Lancaster GI, Khan Q, Drysdale P, Wallace F, Jeukendrup AE, 
Drayson MT, and Gleeson M. The physiological regulation of 
toll-like receptor expression and function in humans. Journal of 
physiology 563: 945-955, 2005.

97.	 Lancaster GI, Langley KG, Berglund NA, Kammoun HL, Reibe S, 
Estevez E, Weir J, Mellett NA, Pernes G, Conway JRW, Lee MKS, 
Timpson P, Murphy AJ, Masters SL, Gerondakis S, Bartonicek N, 
Kaczorowski DC, Dinger ME, Meikle PJ, Bond PJ, and Febbraio 
MA. Evidence that TLR4 Is Not a Receptor for Saturated Fatty Ac-
ids but Mediates Lipid-Induced Inflammation by Reprogramming 
Macrophage Metabolism. Cell Metabolism 27: 1096-+, 2018.

98.	 Langjahr P, Diaz-Jimenez D, De la Fuente M, Rubio E, Golen-
bock D, Bronfman FC, Quera R, Gonzalez MJ, and Hermoso 
MA. Metalloproteinase-dependent TLR2 ectodomain shedding 
is involved in soluble toll-like receptor 2 (sTLR2) production. 
PloS one 9: e104624, 2014.

99.	 Lansford KA, Shill DD, Dicks AB, Marshburn MP, Southern 
WM, and Jenkins NT. Effect of acute exercise on circulating an-
giogenic cell and microparticle populations. Experimental Phys-
iology 101: 155-167, 2016.

100.	Leadbetter EA, Rifkin IR, Hohlbaum AM, Beaudette BC, 
Shlomchik MJ, and Marshak-Rothstein A. Chromatin-IgG com-
plexes activate B cells by dual engagement of IgM and Toll-like 
receptors. Nature 416: 603-607, 2002.

101.	Lee AJ, and Ashkar AA. The Dual Nature of Type I and Type II 
Interferons. Frontiers in immunology 9: 2061, 2018.

102.	Lee J, Chuang TH, Redecke V, She L, Pitha PM, Carson DA, 
Raz E, and Cottam HB. Molecular basis for the immunostimu-
latory activity of guanine nucleoside analogs: activation of Toll-
like receptor 7. Proc Natl Acad Sci U S A 100: 6646-6651, 2003.

103.	Li C, Xu MM, Wang K, Adler AJ, Vella AT, and Zhou B. Macro-
phage polarization and meta-inflammation. Translational research 
: the journal of laboratory and clinical medicine 191: 29-44, 2018.

104.	Li G, Liu JY, Zhang HX, Li Q, and Zhang SW. Exercise training 
attenuates sympathetic activation and oxidative stress in diet-in-
duced obesity. Physiological research / Academia Scientiarum 
Bohemoslovaca 64: 355-367, 2015.

105.	Liao P, Zhou J, Ji LL, and Zhang Y. Eccentric contraction induc-
es inflammatory responses in rat skeletal muscle: Role of tumor 
necrosis factor-α. American Journal of Physiology - Regulatory 
Integrative and Comparative Physiology 298: R599-R607, 2010.

106.	Light AR, White AT, Hughen RW, and Light KC. Moderate Ex-
ercise Increases Expression for Sensory, Adrenergic, and Im-
mune Genes in Chronic Fatigue Syndrome Patients But Not in 
Normal Subjects. Journal of Pain 10: 1099-1112, 2009.

107	 Lira FS, Rosa JC, Pimentel GD, Tarini VA, Arida RM, Faloppa F, 
Alves ES, Do Nascimento CO, Oyama LM, Seelaender M, De Mel-
lo MT, and Santos RV. Inflammation and adipose tissue: Effects of 
progressive load training in rats. Lipids Health Dis 9: 2010.

108.	Liu Y, Liu SX, Cai Y, Xie KL, Zhang WL, and Zheng F. Effects 
of combined aerobic and resistance training on the glycolipid 
metabolism and inflammation levels in type 2 diabetes mellitus. 
Journal of physical therapy science 27: 2365-2371, 2015.

109.	Luger A, Deuster PA, Debolt JE, Loriaux DL, and Chrousos GP. 
Acute exercise stimulates the renin-angiotensin-aldosterone axis: 
adaptive changes in runners. Hormone research 30: 5-9, 1988.

110.	Lundeland B, Gundersen Y, Opstad PK, Thrane I, Zhang Y, 
Olaussen RW, and Vaagenes P. One week of multifactorial high-
stress military ranger training affects Gram-negative signalling. 
Scandinavian Journal of Clinical and Laboratory Investigation 
72: 547-554, 2012.

111.	Malek S, Chen Y, Huxford T, and Ghosh G. IkappaBbeta, but 
not IkappaBalpha, functions as a classical cytoplasmic inhibitor 
of NF-kappaB dimers by masking both NF-kappaB nuclear lo-
calization sequences in resting cells. The Journal of biological 
chemistry 276: 45225-45235, 2001.

112.	Markofski MM, Flynn MG, Carrillo AE, Armstrong CL, Camp-
bell WW, and Sedlock DA. Resistance exercise training-induced 
decrease in circulating inflammatory CD14+CD16+ monocyte 
percentage without weight loss in older adults. Eur J Appl Physi-
ol 114: 1737-1748, 2014.

113.	Massari P, Visintin A, Gunawardana J, Halmen KA, King CA, 
Golenbock DT, and Wetzler LM. Meningococcal porin PorB 
binds to TLR2 and requires TLR1 for signaling. J Immunol 176: 
2373-2380, 2006.

114.	Mazur-Bialy AI, Pocheć E, and Zarawski M. Anti-inflammatory 
properties of irisin, mediator of physical activity, are connected 
with TLR4/Myd88 signaling pathway activation. International 
Journal of Molecular Sciences 18: 2017.

115.	McFarlin BK, Flynn MG, Campbell WW, Craig BA, Robinson 
JP, Stewart LK, Timmerman KL, and Coen PM. Physical activity 
status, but not age, influences inflammatory biomarkers and toll-
like receptor 4. Journals of Gerontology - Series A Biological 
Sciences and Medical Sciences 61: 388-393, 2006.

116.	McFarlin BK, Flynn MG, Campbell WW, Stewart LK, and Tim-
merman KL. TLR4 is lower in resistance-trained older women 
and related to inflammatory cytokines. Med Sci Sports Exerc 36: 
1876-1883, 2004.

117.	McFarlin BK, Venable AS, Carpenter KC, Henning AL, and 
Ogenstad S. Oral supplementation with Baker’s yeast beta glucan 
is associated with altered monocytes, T cells and cytokines follow-
ing a bout of strenuous exercise. Frontiers in Physiology 8: 2017.

118.	McKenzie AI, Briggs RA, Barrows KM, Nelson DS, Kwon OS, 
Hopkins PN, Higgins TF, Marcus RL, and Drummond MJ. A 
pilot study examining the impact of exercise training on skele-
tal muscle genes related to the TLR signaling pathway in older 
adults following hip fracture recovery. J Appl Physiol (1985) 
122: 68-75, 2017.



EIR 27 2021

Exercise and TLRs 121

119.	Mejías-Peña Y, Rodriguez-Miguelez P, Fernandez-Gonzalo 
R, Martínez-Flórez S, Almar M, de Paz JA, Cuevas MJ, and 
González-Gallego J. Effects of aerobic training on markers of 
autophagy in the elderly. Age (Dordr) 38: 33, 2016.

120.	Miettinen M, Sareneva T, Julkunen I, and Matikainen S. IFNs 
activate toll-like receptor gene expression in viral infections. 
Genes and immunity 2: 349-355, 2001.

121.	Millard AL, Valli PV, Stussi G, Mueller NJ, Yung GP, and Seebach 
JD. Brief exercise increases peripheral blood NK cell counts with-
out immediate functional changes, but impairs their responses to 
ex vivo stimulation. Frontiers in Immunology 4: 2013.

122.	Miller YI, Viriyakosol S, Worrall DS, Boullier A, Butler S, and 
Witztum JL. Toll-like receptor 4-dependent and -independent 
cytokine secretion induced by minimally oxidized low-density 
lipoprotein in macrophages. Arteriosclerosis, thrombosis, and 
vascular biology 25: 1213-1219, 2005.

123.	Moher D, Liberati A, Tetzlaff J, Altman DG, and Group P. Pre-
ferred reporting items for systematic reviews and meta-analyses: 
the PRISMA statement. PLoS medicine 6: e1000097, 2009.

124.	Munters LA, Loell I, Ossipova E, Raouf J, Dastmalchi M, Lin-
droos E, Chen YW, Esbjörnsson M, Korotkova M, Alexanderson 
H, Nagaraju K, Crofford LJ, Jakobsson PJ, and Lundberg IE. 
Endurance Exercise Improves Molecular Pathways of Aerobic 
Metabolism in Patients With Myositis. Arthritis and Rheumatol-
ogy 68: 1738-1750, 2016.

125.	Myrianthefs P, Karatzas S, Venetsanou K, Grouzi E, Evage-
lopoulou P, Boutzouka E, Fildissis G, Spiliotopoulou I, and Bal-
topoulos G. Seasonal variation in whole blood cytokine produc-
tion after LPS stimulation in normal individuals. Cytokine 24: 
286-292, 2003.

126.	Nader GA, Dastmalchi M, Alexanderson H, Grundtman C, Ger-
napudi R, Esbjörnsson M, Wang Z, Rönnelid J, Hoffman EP, 
Nagaraju K, and Lundberg IE. A longitudinal, integrated, clini-
cal, histological and mRNA profiling study of resistance exercise 
in myositis. Molecular Medicine 16: 455-464, 2010.

127.	Nascimento DD, Durigan RDM, Tibana RA, Durigan JLQ, Na-
valta JW, and Prestes J. The Response of Matrix Metalloprotein-
ase-9 and-2 to Exercise. Sports Medicine 45: 269-278, 2015.

128.	Neubauer O, Sabapathy S, Lazarus R, Jowett JB, Desbrow B, Peake 
JM, Cameron-Smith D, Haseler LJ, Wagner KH, and Bulmer AC. 
Transcriptome analysis of neutrophils after endurance exercise re-
veals novel signaling mechanisms in the immune response to phys-
iological stress. J Appl Physiol (1985) 114: 1677-1688, 2013.

129.	Nickel T, Emslander I, Sisic Z, David R, Schmaderer C, Marx N, 
Schmidt-Trucksäss A, Hoster E, Halle M, Weis M, and Hanssen 
H. Modulation of dendritic cells and toll-like receptors by mara-
thon running. Eur J Appl Physiol 112: 1699-1708, 2012.

130.	Nickel T, Hanssen H, Emslander I, Drexel V, Hertel G, Schmidt-
Trucksäss A, Summo C, Sisic Z, Lambert M, Hoster E, and et al. 
Immunomodulatory effects of aerobic training in obesity. Medi-
ators Inflamm 2011: 308965, 2011.

131.	Niemiro GM, Allen JM, Mailing LJ, Khan NA, Holscher HD, 
Woods JA, and De Lisio M. Effects of endurance exercise train-
ing on inflammatory circulating progenitor cell content in lean 
and obese adults. J Physiol 596: 2811-2822, 2018.

132.	Nikolaidis MG, and Mougios V. Effects of exercise on the fat-
ty-acid composition of blood and tissue lipids. Sports medicine 
(Auckland, NZ) 34: 1051-1076, 2004.

133.	O’Neill LA, and Bowie AG. The family of five: TIR-do-
main-containing adaptors in Toll-like receptor signalling. Nat 
Rev Immunol 7: 353-364, 2007.

134.	Olejnik J, Hume AJ, and Muhlberger E. Toll-like receptor 4 in 
acute viral infection: Too much of a good thing. PLoS Pathog 14: 
e1007390, 2018.

135.	Oliveira AG, Araujo TG, Carvalho BM, Guadagnini D, Rocha GZ, 
Bagarolli RA, Carvalheira JBC, and Saad MJA. Acute exercise in-
duces a phenotypic switch in adipose tissue macrophage polariza-
tion in diet-induced obese rats. Obesity 21: 2545-2556, 2013.

136.	Oliveira M, and Gleeson M. The influence of prolonged cycling 
on monocyte Toll-like receptor 2 and 4 expression in healthy 
men. Eur J Appl Physiol 109: 251-257, 2010.

137.	Oliveira V, Silva Junior SD, de Carvalho MH, Akamine EH, 
Michelini LC, and Franco MC. Intrauterine growth restriction 
increases circulating mitochondrial DNA and Toll-like receptor 
9 expression in adult offspring: could aerobic training counteract 
these adaptations? J Dev Orig Health Dis 8: 236-243, 2017.

138.	Pal D, Dasgupta S, Kundu R, Maitra S, Das G, Mukhopadhyay 
S, Ray S, Majumdar SS, and Bhattacharya S. Fetuin-A acts as 
an endogenous ligand of TLR4 to promote lipid-induced insulin 
resistance. Nature Medicine 18: 1279-+, 2012.

139.	Pannacci M, Lucini V, Colleoni F, Martucci C, Grosso S, Sacer-
dote P, and Scaglione F. Panax ginseng C.A. Mayer G115 mod-
ulates pro-inflammatory cytokine production in mice throughout 
the increase of macrophage toll-like receptor 4 expression during 
physical stress. Brain Behav Immun 20: 546-551, 2006.

140.	Park HD, Lee Y, Oh YK, Jung JG, Park YW, Myung K, Kim KH, 
Koh SS, and Lim DS. Pancreatic adenocarcinoma upregulated 
factor promotes metastasis by regulating TLR/CXCR4 activa-
tion. Oncogene 30: 201-211, 2011.

141.	Perandini LA, Sales-De-Oliveira D, Almeida DC, Azevedo H, 
Moreira-Filho CA, Cenedeze MA, Benatti FB, Lima FR, Borba 
E, Bonfa E, Sá-Pinto AL, Roschel H, Camara NO, and Gualano 
B. Effects of acute aerobic exercise on leukocyte inflammatory 
gene expression in systemic lupus erythematosus. Exerc Immu-
nol Rev 22: 64-80, 2016.

142.	Phillips MD, Patrizi RM, Cheek DJ, Wooten JS, Barbee JJ, and 
Mitchell JB. Resistance training reduces subclinical inflamma-
tion in obese, postmenopausal women. Med Sci Sports Exerc 44: 
2099-2110, 2012.

143.	Pizzuto M, Lonez C, Baroja-Mazo A, Martinez-Banaclocha H, 
Tourlomousis P, Gangloff M, Pelegrin P, Ruysschaert JM, Gay 
NJ, and Bryant CE. Saturation of acyl chains converts cardiolip-
in from an antagonist to an activator of Toll-like receptor-4. Cel-
lular and molecular life sciences : CMLS 76: 3667-3678, 2019.

144.	Prestes J, da Cunha Nascimento D, Tibana RA, Teixeira TG, 
Vieira DCL, Tajra V, de Farias DL, Silva AO, Funghetto SS, de 
Souza VC, and Navalta JW. Understanding the individual re-
sponsiveness to resistance training periodization. Age 37: 2015.

145.	Rada I, Deldicque L, Francaux M, and Zbinden-Foncea H. Toll like 
receptor expression induced by exercise in obesity and metabolic syn-
drome: A systematic review. Exerc Immunol Rev 24: 60-71, 2018.

146.	Radom-Aizik S, Zaldivar FP, Haddad F, and Cooper DM. Impact 
of brief exercise on circulating monocyte gene and microRNA 
expression: Implications for atherosclerotic vascular disease. 
Brain Behav Immun 39: 121-129, 2014.

147.	Radom-Aizik S, Zaldivar Jr F, Leu SY, Adams GR, Oliver S, and 
Cooper DM. Effects of Exercise on microRNA Expression in 
Young Males Peripheral Blood Mononuclear Cells. Clinical and 
Translational Science 5: 32-38, 2012.

148.	Rassa JC, Meyers JL, Zhang Y, Kudaravalli R, and Ross SR. 
Murine retroviruses activate B cells via interaction with toll-like 
receptor 4. Proc Natl Acad Sci U S A 99: 2281-2286, 2002.



EIR 27 2021

122 Exercise and TLRs

149.	Rehli M. Of mice and men: species variations of Toll-like recep-
tor expression. Trends Immunol 23: 375-378, 2002.

150.	Reyna SM, Tantiwong P, Cersosimo E, Defronzo RA, Sriwijit-
kamol A, and Musi N. Short-term exercise training improves in-
sulin sensitivity but does not inhibit inflammatory pathways in 
immune cells from insulin-resistant subjects. Journal of Diabetes 
Research 2013: 2013.

151.	Riddell JR, Wang XY, Minderman H, and Gollnick SO. Perox-
iredoxin 1 stimulates secretion of proinflammatory cytokines by 
binding to TLR4. J Immunol 184: 1022-1030, 2010.

152.	Ringseis R, Eder K, Mooren FC, and Krüger K. Metabolic sig-
nals and innate immune activation in obesity and exercise. Exerc 
Immunol Rev 21: 58-68, 2015.

153.	Robinson E, Durrer C, Simtchouk S, Jung ME, Bourne JE, Voth 
E, and Little JP. Short-term high-intensity interval and moder-
ate-intensity continuous training reduce leukocyte TLR4 in in-
active adults at elevated risk of type 2 diabetes. J Appl Physiol 
(1985) 119: 508-516, 2015.

154.	Rodriguez-Miguelez P, Fernandez-Gonzalo R, Almar M, Me-
jías Y, Rivas A, de Paz JA, Cuevas MJ, and González-Gallego 
J. Role of Toll-like receptor 2 and 4 signaling pathways on the 
inflammatory response to resistance training in elderly subjects. 
Age (Dordr) 36: 9734, 2014.

155.	Rodriguez-Miguelez P, Fernandez-Gonzalo R, Collado PS, Al-
mar M, Martinez-Florez S, de Paz JA, González-Gallego J, and 
Cuevas MJ. Whole-body vibration improves the anti-inflamma-
tory status in elderly subjects through toll-like receptor 2 and 4 
signaling pathways. Mech Ageing Dev 150: 12-19, 2015.

156.	Rodriguez-Miguelez P, Lima-Cabello E, Martínez-Flórez S, Al-
mar M, Cuevas MJ, and González-Gallego J. Hypoxia-inducible 
factor-1 modulates the expression of vascular endothelial growth 
factor and endothelial nitric oxide synthase induced by eccentric 
exercise. J Appl Physiol (1985) 118: 1075-1083, 2015.

157.	Roelofs MF, Boelens WC, Joosten LA, Abdollahi-Roodsaz 
S, Geurts J, Wunderink LU, Schreurs BW, van den Berg WB, 
and Radstake TR. Identification of small heat shock protein B8 
(HSP22) as a novel TLR4 ligand and potential involvement in 
the pathogenesis of rheumatoid arthritis. Journal of immunology 
(Baltimore, Md : 1950) 176: 7021-7027, 2006.

158.	Ropelle ER, Flores MB, Cintra DE, Rocha GZ, Pauli JR, Morari 
J, de Souza CT, Moraes JC, Prada PO, Guadagnini D, Marin 
RM, Oliveira AG, Augusto TM, Carvalho HF, Velloso LA, Saad 
MJA, and Carvalheira JBC. IL-6 and IL-10 anti-inflammatory 
activity links exercise to hypothalamic insulin and leptin sensi-
tivity through IKKβ and ER stress inhibition. PLoS Biology 8: 
31-32, 2010.

159.	Rosa JC, Lira FS, Eguchi R, Pimentel GD, Venâncio DP, Cunha 
CA, Oyama LM, De Mello MT, Seelaender M, and Oller do 
Nascimento CM. Exhaustive exercise increases inflammatory 
response via toll like receptor-4 and NF-κBp65 pathway in rat 
adipose tissue. J Cell Physiol 226: 1604-1607, 2011.

160.	Rullman E, Olsson K, Wagsater D, and Gustafsson T. Circulat-
ing MMP-9 during exercise in humans. Eur J Appl Physiol 113: 
1249-1255, 2013.

161.	Ryan KA, Smith MF, Jr., Sanders MK, and Ernst PB. Reactive 
oxygen and nitrogen species differentially regulate Toll-like re-
ceptor 4-mediated activation of NF-kappa B and interleukin-8 
expression. Infect Immun 72: 2123-2130, 2004.

162.	Schaefer L. Complexity of danger: the diverse nature of dam-
age-associated molecular patterns. The Journal of biological 
chemistry 289: 35237-35245, 2014.

163.	Schmitt C, Humeny A, Becker CM, Brune K, and Pahl A. Poly-
morphisms of TLR4: rapid genotyping and reduced response to 
lipopolysaccharide of TLR4 mutant alleles. Clinical chemistry 
48: 1661-1667, 2002.

164.	Scott P, Ma H, Viriyakosol S, Terkeltaub R, and Liu-Bryan R. 
Engagement of CD14 mediates the inflammatory potential of 
monosodium urate crystals. Journal of immunology (Baltimore, 
Md : 1950) 177: 6370-6378, 2006.

165.	Sellami M, Gasmi M, Denham J, Hayes LD, Stratton D, Padulo J, and 
Bragazzi N. Effects of Acute and Chronic Exercise on Immunological 
Parameters in the Elderly Aged: Can Physical Activity Counteract the 
Effects of Aging? Frontiers in immunology 9: 2187, 2018.

166.	Shichita T, Hasegawa E, Kimura A, Morita R, Sakaguchi R, 
Takada I, Sekiya T, Ooboshi H, Kitazono T, Yanagawa T, Ishii T, 
Takahashi H, Mori S, Nishibori M, Kuroda K, Akira S, Miyake 
K, and Yoshimura A. Peroxiredoxin family proteins are key ini-
tiators of post-ischemic inflammation in the brain. Nature medi-
cine 18: 911-917, 2012.

167.	Shimizu K, Kon M, Tanimura Y, Hanaoka Y, Kimura F, Akama 
T, and Kono I. Coenzyme Q10 supplementation downregulates 
the increase of monocytes expressing toll-like receptor 4 in re-
sponse to 6-day intensive training in kendo athletes. Physiologie 
appliquee, nutrition et metabolisme [Applied physiology, nutri-
tion, and metabolism] 40: 575-581, 2015.

168.	Shimizu K, Suzuki N, Imai T, Aizawa KA, Nanba H, Hanaoka 
Y, Kuno S, Mesaki N, Kono I, and Akamal T. Monocyte and 
T-CELL responses to exercise training in elderly subjects. J 
Strength Cond Res 25: 2565-2572, 2011.

169.	Simar D, Malatesta D, Mas E, Delage M, and Caillaud C. Effect of 
an 8-weeks aerobic training program in elderly on oxidative stress 
and HSP72 expression in leukocytes during antioxidant supplemen-
tation. The journal of nutrition, health & aging 16: 155-161, 2012.

170.	Simpson RJ, McFarlin BK, McSporran C, Spielmann G, Har-
taigh Bo, and Guy K. Toll-like receptor expression on classic 
and pro-inflammatory blood monocytes after acute exercise in 
humans. Brain Behav Immun 23: 232-239, 2009.

171.	Singh MV, Cicha MZ, Nunez S, Meyerholz DK, Chapleau MW, 
and Abboud FM. Angiotensin II-induced hypertension and 
cardiac hypertrophy are differentially mediated by TLR3- and 
TLR4-dependent pathways. Am J Physiol Heart Circ Physiol 
316: H1027-H1038, 2019.

172.	Sloan RP, Shapiro PA, McKinley PS, Bartels M, Shimbo D, Lau-
riola V, Karmally W, Pavlicova M, Choi CJ, Choo TH, and et al. 
Aerobic Exercise Training and Inducible Inflammation: results 
of a Randomized Controlled Trial in Healthy, Young Adults. J 
Am Heart Assoc 7: e010201, 2018.

173.	Slusher AL, Zúñiga TM, and Acevedo EO. Maximal Exercise 
Alters the Inflammatory Phenotype and Response of Mononu-
clear Cells. Med Sci Sports Exerc 50: 675-683, 2018.

174.	Soltani N, Esmaeil N, Marandi SM, Hovsepian V, Momen 
T, Shahsanai A, and Kelishadi R. Assessment of the Effect of 
Short-Term Combined High-Intensity Interval Training on 
TLR4, NF-kappaB and IRF3 Expression in Young Overweight 
and Obese Girls. Public Health Genomics 1-11, 2020.

175.	Soltani N, Marandi SM, Kazemi M, and Esmaeil N. The Ex-
ercise Training Modulatory Effects on the Obesity-Induced Im-
munometabolic Dysfunctions. Diabetes Metab Syndr Obes 13: 
785-810, 2020.

176.	Staege H, Schaffner A, and Schneemann M. Human toll-like 
receptors 2 and 4 are targets for deactivation of mononuclear 
phagocytes by interleukin-4. Immunol Lett 71: 1-3, 2000.



EIR 27 2021

Exercise and TLRs 123

177.	Starkie R, Ostrowski SR, Jauffred S, Febbraio M, and Peder-
sen BK. Exercise and IL-6 infusion inhibit endotoxin-induced 
TNF-alpha production in humans. FASEB journal : official pub-
lication of the Federation of American Societies for Experimen-
tal Biology 17: 884-886, 2003.

178.	Starkie RL, Hargreaves M, Rolland J, and Febbraio MA. Heat 
stress, cytokines, and the immune response to exercise. Brain 
Behav Immun 19: 404-412, 2005.

179.	Stewart CR, Stuart LM, Wilkinson K, van Gils JM, Deng J, Halle 
A, Rayner KJ, Boyer L, Zhong R, Frazier WA, Lacy-Hulbert A, El 
Khoury J, Golenbock DT, and Moore KJ. CD36 ligands promote 
sterile inflammation through assembly of a Toll-like receptor 4 
and 6 heterodimer. Nature immunology 11: 155-161, 2010.

180.	Stewart LK, Flynn MG, Campbell WW, Craig BA, Robinson JP, 
McFarlin BK, Timmerman KL, Coen PM, Felker J, and Talbert 
E. Influence of exercise training and age on CD14+ cell-surface 
expression of toll-like receptor 2 and 4. Brain Behav Immun 19: 
389-397, 2005.

181.	Sureda A, Batle JM, Capó X, Martorell M, Córdova A, Tur JA, 
and Pons A. Scuba diving induces nitric oxide synthesis and the 
expression of inflammatory and regulatory genes of the immune 
response in neutrophils. Physiological Genomics 46: 647-654, 
2014.

182.	Taghibeigi Hoseinabadi H, Esfarjani F, Marandi S, and Karami 
H. Effects of eight weeks of aerobic training on expression levels 
of the HMGB1-RAGE/TLR4-NF-kb proinflammatory pathway 
in cardiac tissue of male rats with hyperglycemia. Iranian Jour-
nal of Endocrinology and Metabolism 20: 246-252, 2019.

183.	Tanaka Y, Kawanishi N, Shiva D, Tsutsumi N, Uchida M, Kita-
mura H, Kato Y, and Yano H. Exhaustive exercise reduces tumor 
necrosis factor-α production in response to lipopolysaccharide in 
mice. NeuroImmunoModulation 17: 279-286, 2010.

184.	Tarkowski A, Bjersing J, Shestakov A, and Bokarewa MI. Re-
sistin competes with lipopolysaccharide for binding to toll-like 
receptor 4. J Cell Mol Med 14: 1419-1431, 2010.

185.	Tewary P, Yang D, de la Rosa G, Li Y, Finn MW, Krensky 
AM, Clayberger C, and Oppenheim JJ. Granulysin activates 
antigen-presenting cells through TLR4 and acts as an immune 
alarmin. Blood 116: 3465-3474, 2010.

186.	Timmerman KL, Connors ID, Deal MA, and Mott RE. Skeletal 
muscle TLR4 and TACE are associated with body fat percentage 
in older adults. Applied Physiology, Nutrition & Metabolism 41: 
446-451, 2016.

187.	Timmerman KL, Flynn MG, Coen PM, Markofski MM, and 
Pence BD. Exercise training-induced lowering of inflammatory 
(CD14+CD16+) monocytes: A role in the anti-inflammatory in-
fluence of exercise? J Leukoc Biol 84: 1271-1278, 2008.

188.	Topping KD, and Kelly DG. Investigation of binding character-
istics of immobilized toll-like receptor 3 with poly(I:C) for po-
tential biosensor application. Analytical Biochemistry 564-565: 
133-140, 2019.

189.	Ulven SM, Foss SS, Skjolsvik AM, Stadheim HK, Myhrstad 
MC, Raael E, Sandvik M, Narverud I, Andersen LF, Jensen 
J, and Holven KB. An acute bout of exercise modulate the in-
flammatory response in peripheral blood mononuclear cells in 
healthy young men. Archives of physiology and biochemistry 
121: 41-49, 2015.

190.	Unlu S, Tang S, Wang E, Martinez I, Tang D, Bianchi ME, Zeh 
HJ, 3rd, and Lotze MT. Damage associated molecular pattern 
molecule-induced microRNAs (DAMPmiRs) in human periph-
eral blood mononuclear cells. PloS one 7: e38899, 2012.

191.	Vabulas RM, Ahmad-Nejad P, da Costa C, Miethke T, Kirschning 
CJ, Hacker H, and Wagner H. Endocytosed HSP60s use toll-like 
receptor 2 (TLR2) and TLR4 to activate the toll/interleukin-1 
receptor signaling pathway in innate immune cells. The Journal 
of biological chemistry 276: 31332-31339, 2001.

192.	Vabulas RM, Braedel S, Hilf N, Singh-Jasuja H, Herter S, Ahmad-Ne-
jad P, Kirschning CJ, Da Costa C, Rammensee HG, Wagner H, and 
Schild H. The endoplasmic reticulum-resident heat shock protein 
Gp96 activates dendritic cells via the Toll-like receptor 2/4 pathway. 
The Journal of biological chemistry 277: 20847-20853, 2002.

193.	van Eden W, Spiering R, Broere F, and van der Zee R. A case 
of mistaken identity: HSPs are no DAMPs but DAMPERs. Cell 
Stress Chaperon 17: 281-292, 2012.

194.	 VanHaitsma TA, Light AR, Light KC, Hughen RW, Yenchik S, and White 
AT. Fatigue sensation and gene expression in trained cyclists following a 
40 km time trial in the heat. Eur J Appl Physiol 116: 541-552, 2016.

195.	Voelcker V, Gebhardt C, Averbeck M, Saalbach A, Wolf V, Weih 
F, Sleeman J, Anderegg U, and Simon J. Hyaluronan fragments 
induce cytokine and metalloprotease upregulation in human 
melanoma cells in part by signalling via TLR4. Experimental 
dermatology 17: 100-107, 2008.

196.	Wang AC, Su QB, Wu FX, Zhang XL, and Liu PS. Role of TLR4 
for paclitaxel chemotherapy in human epithelial ovarian cancer 
cells. European journal of clinical investigation 39: 157-164, 2009.

197.	Wang X, Zhao YR, Liu HL, Ma XH, and Zhang Y. In vitro im-
munomodulatory activity of interferon alpha on toll-like receptor 
9 signaling pathway in chronic hepatitis B. Journal of interferon 
& cytokine research : the official journal of the International So-
ciety for Interferon and Cytokine Research 35: 385-391, 2015.

198.	Wang Y. Research progress of relations between exercise train-
ing and obese chronic inflammatory. Journal of Chemical and 
Pharmaceutical Research 5: 829-832, 2013.

199.	Weber MH, da Rocha RF, Schnorr CE, Schroder R, and Moreira 
JC. Changes in lymphocyte HSP70 levels in women handball 
players throughout 1 year of training: the role of estrogen levels. 
Journal of physiology and biochemistry 68: 365-375, 2012.

200.	Werts C, Tapping RI, Mathison JC, Chuang TH, Kravchenko V, Saint 
Girons I, Haake DA, Godowski PJ, Hayashi F, Ozinsky A, Underhill 
DM, Kirschning CJ, Wagner H, Aderem A, Tobias PS, and Ulevitch 
RJ. Leptospiral lipopolysaccharide activates cells through a TLR2-de-
pendent mechanism. Nat Immunol 2: 346-352, 2001.

201.	White AT, Light AR, Hughen RW, Vanhaitsma TA, and Light 
KC. Differences in metabolite-detecting, adrenergic, and im-
mune gene expression after moderate exercise in patients with 
chronic fatigue syndrome, patients with multiple sclerosis, and 
healthy controls. Psychosomatic Medicine 74: 46-54, 2012.

202.	Winkler CW, Taylor KG, and Peterson KE. Location is every-
thing: let-7b microRNA and TLR7 signaling results in a painful 
TRP. Science signaling 7: pe14, 2014.

203.	Wu XD, Zeng K, Liu WL, Gao YG, Gong CS, Zhang CX, and 
Chen YQ. Effect of aerobic exercise on miRNA-TLR4 signaling 
in atherosclerosis. Int J Sports Med 35: 344-350, 2014.

204.	Xiang M, Fan J, and Fan J. Association of Toll-like receptor sig-
naling and reactive oxygen species: a potential therapeutic target 
for posttrauma acute lung injury. Mediators Inflamm 2010: 2010.

205.	Yang D, Chen Q, Su SB, Zhang P, Kurosaka K, Caspi RR, Mi-
chalek SM, Rosenberg HF, Zhang N, and Oppenheim JJ. Eo-
sinophil-derived neurotoxin acts as an alarmin to activate the 
TLR2-MyD88 signal pathway in dendritic cells and enhances 
Th2 immune responses. The Journal of experimental medicine 
205: 79-90, 2008.



EIR 27 2021

124 Exercise and TLRs

206.	Yang K, He YS, Wang XQ, Lu L, Chen QJ, Liu J, Sun Z, and 
Shen WF. MiR-146a inhibits oxidized low-density lipopro-
tein-induced lipid accumulation and inflammatory response via 
targeting toll-like receptor 4. FEBS letters 585: 854-860, 2011.

207.	Yang Y, Lv J, Jiang S, Ma Z, Wang D, Hu W, Deng C, Fan C, Di 
S, Sun Y, and Yi W. The emerging role of Toll-like receptor 4 in 
myocardial inflammation. Cell Death Dis 7: e2234, 2016.

208.	Yiu JHC, Dorweiler B, and Woo CW. Interaction between gut 
microbiota and toll-like receptor: from immunity to metabolism. 
J Mol Med 95: 13-20, 2017.

209.	Yu IT, and Tse SL. Workshop 6--sources of bias in cross-sec-
tional studies; summary on sources of bias for different study 
designs. Hong Kong Med J 18: 226-227, 2012.

210.	Zanchi NE, Lira FS, De Siqueira Filho MA, Rosa JC, De Olivei-
ra Carvalho CR, Seelaender M, Santos RVT, and Lancha Jr AH. 
Chronic low frequency/low volume resistance training reduces 
pro-inflammatory cytokine protein levels and TLR4 mRNA in rat 
skeletal muscle. Eur J Appl Physiol 109: 1095-1102, 2010.

211.	Zbinden-Foncea H, Raymackers JM, Deldicque L, Renard P, 
and Francaux M. TLR2 and TLR4 activate p38 MAPK and JNK 
during endurance exercise in skeletal muscle. Med Sci Sports 
Exerc 44: 1463-1472, 2012.

212.	Zheng Q, Cui G, Chen J, Gao H, Wei Y, Uede T, Chen Z, and Diao 
H. Regular Exercise Enhances the Immune Response Against 
Microbial Antigens Through Up-Regulation of Toll-like Recep-
tor Signaling Pathways. Cellular Physiology and Biochemistry 
37: 735-746, 2015.

213.	Zhou J, An H, Xu H, Liu S, and Cao X. Heat shock up-regu-
lates expression of Toll-like receptor-2 and Toll-like receptor-4 in 
human monocytes via p38 kinase signal pathway. Immunology 
114: 522-530, 2005.

214.	Zhou Q, Leeman SE, and Amar S. Signaling mechanisms in the 
restoration of impaired immune function due to diet-induced 
obesity. Proc Natl Acad Sci U S A 108: 2867-2872, 2011.

215.	Zhu L, Ye T, Tang Q, Wang Y, Wu X, Li H, and Jiang Y. Exer-
cise Preconditioning Regulates the Toll-Like Receptor 4/Nuclear 
Factor-κB Signaling Pathway and Reduces Cerebral Ischemia/
Reperfusion Inflammatory Injury: A Study in Rats. Journal of 
Stroke and Cerebrovascular Diseases 25: 2770-2779, 2016.

216.	Zunt SL, Burton LV, Goldblatt LI, Dobbins EE, and Srinivasan 
M. Soluble forms of Toll-like receptor 4 are present in human 
saliva and modulate tumour necrosis factor-alpha secretion by 
macrophage-like cells. Clin Exp Immunol 156: 285-293, 2009.


